IDENTIFICATION

Species: Capsella grandiflora
Locus: Cagra.6845S0001

Gene Model: Cagra.6845S0001.1.p
Description: CgrEXPA-20
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_vi_1

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_v1_1

GENE STRUCTURE

CerEXPA-20
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List of domain hits .

Name Accession Description Interval E-value
[+] DPBB_EXPA_N cd22274 N-terminal double-psi beta-barrel fold domain of the alpha-expansin subfamily; Alpha-expansins 13-138 1.81e-75
[+] Pollen_allerg_1  pfam01357 Pollen allergen; This family contains allergens lol Pl, Pl and PIII from Lolium perenne 146-200 3.16e-18
Peptide

>CgrEXPA-20

MSTGAATAVTDAWDNARATFYGDIEGGGTMKGDCGYGNLFEQGYGLETTALSAAL
FNNGATCGACFEIKCVDNPQACIEGAKPIRVTATNFCPANYTKTVGVWCNPPQKHFD
LSLPMFLKIAKYKAGVVPVKYRRVLCPHKQGGVKFQLSGNPYFLMVLVYNVGHVG
DVSEVRVKGSKSGWFQMHRNWGQVWDTGLKLTGES*

CDS (coding sequence)
>CgrEXPA-20

ATGAGCACCGGTGCTGCTACTGCTGTCACAGACGCCTGGGACAATGCTCGTGCCA
CTTTTTACGGTGATATAGAGGGTGGAGGAACTATGAAAGGAGATTGTGGGTACG
GTAATCTCTTCGAGCAAGGCTACGGTTTAGAGACGACGGCTCTAAGTGCAGCTTT
GTTCAACAATGGAGCTACGTGCGGTGCATGCTTCGAGATTAAGTGCGTAGACAAT
CCACAAGCGTGCATCGAAGGAGCCAAACCTATACGCGTCACAGCCACCAATTTCT
GCCCAGCAAACTACACCAAAACAGTAGGTGTTTGGTGCAATCCGCCGCAGAAAC
ATTTCGACCTCTCGTTACCAATGTTTCTCAAGATCGCTAAGTACAAAGCCGGAGTT
GTTCCGGTGAAATATAGGCGAGTTTTATGCCCGCATAAACAAGGTGGTGTCAAGT
TTCAGTTATCAGGAAATCCTTATTTCTTGATGGTTCTTGTTTACAACGTTGGACAT
GTTGGTGATGTGTCTGAGGTTAGGGTGAAAGGTTCCAAGAGTGGTTGGTTTCAGA
TGCATCGGAATTGGGGACAGGTGTGGGATACAGGCTTGAAGTTAACCGGAGAGA
GT

Nucleotide
>CgrEXPA-20

ATGAGCACCGGTGCTGCTACTGCTGTCACAGACGCCTGGGACAATGCTCGTGCCA
CTTTTTACGGTGATATAGAGGGTGGAGGAACTATGAGTACGTTTACTCATTAAAA
TAACACATACCTGTTATATGATCAATATTTTTTTTTTTTTTTAAAATGTTAATAATA
AGTTATTTAGAATTAGTATTATCCTTAAGAGCAAAATAGTTGAAACTTTTTTTTTG
GATGGTGTGTAGTGTAGGTCGTATAAAACAATGAATTGTCGAATTTTGTGATACA
ATGAGTTTTTCAAATTTTGTGAACCAAAGAATAGTTTGAACTAATTATGTCATGCA




ACGTTGTGTTTGATCGCATACATATTTATAACAAATGGAGAACTAGATACGTTAT
ATAATTAGTCCTACACACATAATATATATATATCAGTGTTAAATTGAATCAAAAC
CAACAATCTAATTGAGGTGTAAACAGAAGGAGATTGTGGGTACGGTAATCTCTTC
GAGCAAGGCTACGGTTTAGAGACGACGGCTCTAAGTGCAGCTTTGTTCAACAATG
GAGCTACGTGCGGTGCATGCTTCGAGATTAAGTGCGTAGACAATCCACAAGCGTG
CATCGAAGGAGCCAAACCTATACGCGTCACAGCCACCAATTTCTGCCCAGCAAAC
TACACCAAAACAGTAGGTGTTTGGTGCAATCCGCCGCAGAAACATTTCGACCTCT
CGTTACCAATGTTTCTCAAGATCGCTAAGTACAAAGCCGGAGTTGTTCCGGTGAA
ATATAGGCGAGTTTTATGCCCGCATAAACAAGGTGGTGTCAAGTTTCAGTTATCA
GGAAATCCTTATTTCTTGATGGTTCTTGTTTACAACGTTGGACATGTTGGTGATGT
GTCTGAGGTTAGGGTGAAAGGTTCCAAGAGTGGTTGGTTTCAGATGCATCGGAAT
TGGGGACAGGTGTGGGATACAGGCTTGAAGTTAACCGGAGAGAGT



