IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast07G005300

Gene Model: Brast07G005300.1.p
Description: BStEXPA-25
Family: Alpha Expansin

3D structure:
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List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_EXPA_N d22274 N-terminal double-psi beta-barrel fold domain of the alpha-expansin subfamily. 54-183 6.18e-67
[+] Pollen_allerg_1  pfam01357 Pollen allergen. This family contains allergens lol P1, Pll and PIll from Lolium perenne 190-256  3.07e-14
Peptide

>BsStEXPA-25

MAKSNNPAMAMAAMMMYVLMGARLASANIPPSQWSPPPPPSSSYPATTGGYSTSGWI
DGSATFYGDASGLGADFGGACGFSANDIASLYSTATAALSTPLFADGDGCGRCYELR
CVKSPWCNPGSPSITVTGTNLCPPNWYLPNDNGGWCNPPRQHFDLAPPSFLRLAARV
AGIVPVQFRRVPCQRTGGVRFYVTGNPYWLLLHIMNVAGAGDVCQVSVRMVGGNG
GWITTSKNWGSTFQAFSALDKSKGLAVQLTTCGYPKQSVVVGDAIPAWWSTGLTYQ
GSNNFW*

CDS (coding sequence)
>BstEXPA-25

ATGGCGAAGTCTAATAATCCGGCAATGGCCATGGCGGCGATGATGATGGTGTTGA
TGGGGGCTCGACTGGCGAGCGCCAACATACCTCCTTCGCAATGGTCACCGLCCGCC
GCCACCGTCGTCGTCGTATCCTGCCACCACCGGCGGCTACTCCACGTCCGGCTGG
ATAGACGGCAGCGCCACCTTCTACGGCGACGCCTCTGGCCTCGGCGCCGACTTCG
GCGGGGCGTGCGGGTTCAGCGCCAACGACATCGCGTCGCTGTACTCGACGGCGA
CGGCGGCGCTGAGCACGCCGCTGTTCGCGGACGGCGACGGGTGCGGGCGGTGCT
ACGAGCTGCGCTGCGTCAAGTCGCCCTGGTGCAACCCGGGGTCGCCGTCCATCAC
CGTCACGGGGACCAACCTCTGCCCGCCCAACTGGTACCTCCCCAACGACAACGGC
GGCTGGTGCAACCCTCCTCGGCAGCACTTCGACCTGGCGCCGCCGTCCTTCCTCC
GGCTCGCCGCCAGGGTCGCCGGCATCGTGCCCGTGCAGTTCCGCCGGGTGCCGTG
CCAGAGGACCGGCGGCGTCCGCTTCTACGTCACCGGGAACCCTTACTGGCTTTTG
CTGCACATCATGAACGTTGCCGGCGCTGGTGATGTCTGCCAGGTGTCCGTCAGGA
TGGTCGGCGGTAATGGCGGGTGGATCACGACGTCCAAGAATTGGGGCAGCACGT
TCCAGGCCTTCTCTGCGCTGGACAAGAGCAAGGGGCTCGCCGTCCAGCTCACCAC
CTGCGGCTACCCTAAGCAGAGCGTCGTCGTCGGCGACGCCATTCCGGCGTGGTGG
TCCACCGGGCTCACCTACCAGGGGTCAAACAACTTCTGGTGA



Nucleotide
>BstEXPA-25

CAACGATCCACTATCTAGCAGCTTAATTTGTGTTCATATCGGCCATGGCGAAGTCT
AATAATCCGGCAATGGCCATGGCGGCGATGATGATGGTGTTGATGGGGGCTCGA
CTGGCGAGCGCCAACATACCTCCTTCGCAATGGTCACCGCCGCCGCCACCGTCGT
CGTCGTATCCTGCCACCACCGGCGGCTACTCCACGTCCGGCTGGATAGACGGCAG
CGCCACCTTCTACGGCGACGCCTCTGGCCTCGGCGCCGACTTCGGTACATACATT
CATACATAACAGTAAACATGCATCGTATGTACTTGTTCCGTTTCTAAATGTAACA
AGTTCTGACTTAATTTGTACTACCTCCGTTTCATAATTCTTGTCTCGAACTTGTCAA
AAAATGGATGTATATATTCCTAAAAATCGTCTAGATACATGTAAGATTTCGACAA
GAATTATGGAAGGGAGGGAGTACTAAATTATTCTGACTTAATTTGTACTAAATTA
AACGTCTTGAAATTTAACCAAAAACTTATACCGTTTCTAAAGATGATTCGTATAT
GTACTCTGCAATATTAGTTTTATTAAGTTCATCATGATACATATTTTTGTCCTGTAC
TTATTTGATATTCCAGATGTTGTATATTTTTCATAAACTTGATCAAACTTTTAGAA
GTTTGACTTAGGACAAAGTTAAAACTTCTTATATTTAGGAGCGGAGCCAGTGGAA
TGCAAATTAACCCATGTATGTCTGAATGCAGGCGGGGCGTGCGGGTTCAGCGCCA
ACGACATCGCGTCGCTGTACTCGACGGCGACGGCGGCGCTGAGCACGCCGCTGTT
CGCGGACGGCGACGGGTGCGGGCGGTGCTACGAGCTGCGCTGCGTCAAGTCGCC
CTGGTGCAACCCGGGGTCGCCGTCCATCACCGTCACGGGGACCAACCTCTGCCCG
CCCAACTGGTACCTCCCCAACGACAACGGCGGCTGGTGCAACCCTCCTCGGCAGC
ACTTCGACCTGGCGCCGCCGTCCTTCCTCCGGCTCGCCGCCAGGGTCGCCGGCAT
CGTGCCCGTGCAGTTCCGCCGGGTGCCGTGCCAGAGGACCGGCGGCGTCCGCTTC
TACGTCACCGGGAACCCTTACTGGCTTTTGCTGCACATCATGAACGTTGCCGGCG
CTGGTGATGTCTGCCAGGTGTCCGTCAGGATGGTCGGCGGTAATGGCGGGTGGAT
CACGACGTCCAAGAATTGGGGCAGCACGTTCCAGGCCTTCTCTGCGCTGGACAAG
AGCAAGGGGCTCGCCGTCCAGCTCACCACCTGCGGCTACCCTAAGCAGAGCGTCG
TCGTCGGCGACGCCATTCCGGCGTGGTGGTCCACCGGGCTCACCTACCAGGGGTC
AAACAACTTCTGGTGATCCAGAAGTACACACATGGATGTTACACGTGTCGGCGCT
CAAGATTGAGTTTATGATATTAATTAAACCTGGAGTTGTTGTTGTAATCTCTCTGT
GGTCCCGCTTTTAATCCATTTTGTTCCCTTAATTTTATACATTTTGGTCCCTAAGAG
TTGTGTGTAGATATATGTATGCTATATGTATATCCTT



