
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast07G005300 

Gene Model: Brast07G005300.1.p 

Description: BstEXPA-25 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPA-25 

MAKSNNPAMAMAAMMMVLMGARLASANIPPSQWSPPPPPSSSYPATTGGYSTSGWI

DGSATFYGDASGLGADFGGACGFSANDIASLYSTATAALSTPLFADGDGCGRCYELR

CVKSPWCNPGSPSITVTGTNLCPPNWYLPNDNGGWCNPPRQHFDLAPPSFLRLAARV

AGIVPVQFRRVPCQRTGGVRFYVTGNPYWLLLHIMNVAGAGDVCQVSVRMVGGNG

GWITTSKNWGSTFQAFSALDKSKGLAVQLTTCGYPKQSVVVGDAIPAWWSTGLTYQ

GSNNFW* 

CDS (coding sequence) 

>BstEXPA-25 

ATGGCGAAGTCTAATAATCCGGCAATGGCCATGGCGGCGATGATGATGGTGTTGA

TGGGGGCTCGACTGGCGAGCGCCAACATACCTCCTTCGCAATGGTCACCGCCGCC

GCCACCGTCGTCGTCGTATCCTGCCACCACCGGCGGCTACTCCACGTCCGGCTGG

ATAGACGGCAGCGCCACCTTCTACGGCGACGCCTCTGGCCTCGGCGCCGACTTCG

GCGGGGCGTGCGGGTTCAGCGCCAACGACATCGCGTCGCTGTACTCGACGGCGA

CGGCGGCGCTGAGCACGCCGCTGTTCGCGGACGGCGACGGGTGCGGGCGGTGCT

ACGAGCTGCGCTGCGTCAAGTCGCCCTGGTGCAACCCGGGGTCGCCGTCCATCAC

CGTCACGGGGACCAACCTCTGCCCGCCCAACTGGTACCTCCCCAACGACAACGGC

GGCTGGTGCAACCCTCCTCGGCAGCACTTCGACCTGGCGCCGCCGTCCTTCCTCC

GGCTCGCCGCCAGGGTCGCCGGCATCGTGCCCGTGCAGTTCCGCCGGGTGCCGTG

CCAGAGGACCGGCGGCGTCCGCTTCTACGTCACCGGGAACCCTTACTGGCTTTTG

CTGCACATCATGAACGTTGCCGGCGCTGGTGATGTCTGCCAGGTGTCCGTCAGGA

TGGTCGGCGGTAATGGCGGGTGGATCACGACGTCCAAGAATTGGGGCAGCACGT

TCCAGGCCTTCTCTGCGCTGGACAAGAGCAAGGGGCTCGCCGTCCAGCTCACCAC

CTGCGGCTACCCTAAGCAGAGCGTCGTCGTCGGCGACGCCATTCCGGCGTGGTGG

TCCACCGGGCTCACCTACCAGGGGTCAAACAACTTCTGGTGA 

 

 

 



Nucleotide 

>BstEXPA-25 

CAACGATCCACTATCTAGCAGCTTAATTTGTGTTCATATCGGCCATGGCGAAGTCT

AATAATCCGGCAATGGCCATGGCGGCGATGATGATGGTGTTGATGGGGGCTCGA

CTGGCGAGCGCCAACATACCTCCTTCGCAATGGTCACCGCCGCCGCCACCGTCGT

CGTCGTATCCTGCCACCACCGGCGGCTACTCCACGTCCGGCTGGATAGACGGCAG

CGCCACCTTCTACGGCGACGCCTCTGGCCTCGGCGCCGACTTCGGTACATACATT

CATACATAACAGTAAACATGCATCGTATGTACTTGTTCCGTTTCTAAATGTAACA

AGTTCTGACTTAATTTGTACTACCTCCGTTTCATAATTCTTGTCTCGAACTTGTCAA

AAAATGGATGTATATATTCCTAAAAATCGTCTAGATACATGTAAGATTTCGACAA

GAATTATGGAAGGGAGGGAGTACTAAATTATTCTGACTTAATTTGTACTAAATTA

AACGTCTTGAAATTTAACCAAAAACTTATACCGTTTCTAAAGATGATTCGTATAT

GTACTCTGCAATATTAGTTTTATTAAGTTCATCATGATACATATTTTTGTCCTGTAC

TTATTTGATATTCCAGATGTTGTATATTTTTCATAAACTTGATCAAACTTTTAGAA

GTTTGACTTAGGACAAAGTTAAAACTTCTTATATTTAGGAGCGGAGCCAGTGGAA

TGCAAATTAACCCATGTATGTCTGAATGCAGGCGGGGCGTGCGGGTTCAGCGCCA

ACGACATCGCGTCGCTGTACTCGACGGCGACGGCGGCGCTGAGCACGCCGCTGTT

CGCGGACGGCGACGGGTGCGGGCGGTGCTACGAGCTGCGCTGCGTCAAGTCGCC

CTGGTGCAACCCGGGGTCGCCGTCCATCACCGTCACGGGGACCAACCTCTGCCCG

CCCAACTGGTACCTCCCCAACGACAACGGCGGCTGGTGCAACCCTCCTCGGCAGC

ACTTCGACCTGGCGCCGCCGTCCTTCCTCCGGCTCGCCGCCAGGGTCGCCGGCAT

CGTGCCCGTGCAGTTCCGCCGGGTGCCGTGCCAGAGGACCGGCGGCGTCCGCTTC

TACGTCACCGGGAACCCTTACTGGCTTTTGCTGCACATCATGAACGTTGCCGGCG

CTGGTGATGTCTGCCAGGTGTCCGTCAGGATGGTCGGCGGTAATGGCGGGTGGAT

CACGACGTCCAAGAATTGGGGCAGCACGTTCCAGGCCTTCTCTGCGCTGGACAAG

AGCAAGGGGCTCGCCGTCCAGCTCACCACCTGCGGCTACCCTAAGCAGAGCGTCG

TCGTCGGCGACGCCATTCCGGCGTGGTGGTCCACCGGGCTCACCTACCAGGGGTC

AAACAACTTCTGGTGATCCAGAAGTACACACATGGATGTTACACGTGTCGGCGCT

CAAGATTGAGTTTATGATATTAATTAAACCTGGAGTTGTTGTTGTAATCTCTCTGT

GGTCCCGCTTTTAATCCATTTTGTTCCCTTAATTTTATACATTTTGGTCCCTAAGAG

TTGTGTGTAGATATATGTATGCTATATGTATATCCTT 


