IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin01G284800

Gene Model: Misin01G284800.1.p
Description: McsEXPB-08
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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https://grass-genome-hub.southgreen.fr/Genomeassembly/47213

GENE STRUCTURE

McsEXPB-08 -
7

| 1 1 1 1 1 1 1 1 L -
by 20bp 400bp by BKbp [T 1200p 1300bp 1600bp 1800bp

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

s site ) 4
Specific hits B | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits d

+ Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 44-167 1.27e-79
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIil from Lolium perenne. 175-251 1.09e-28

SEQUENCES
Peptide
>McsEXPB-08

MAAAGAAALVALLAALVVTHSGASALPVVNNHTSAVRQLRGGGWQAAKATWYG
APNGAGPDDNGGACGFKNTNQYPFMSMTSCGNQPLFQDGQGCGACYQIRCTAKNN
PACSGEVKTVMITDMNYYPVARYHFDLSGTAFGSMARPGLNDKLRHAGIIDIQFRRV
ACNNRGLTVNFHVEVGSNPNYLAVLVEYANKAGTVVQMDAMEANSGYWMPMRRS
WGSIWRLDSYRPLRGPFSMRIRSENGRTLVANNVIPASWRPNTDYRSYVQFT*

CDS (coding sequence)
>McsEXPB-08

ATGGCCGCCGCCGGGGCAGCTGCACTTGTTGCGCTCCTCGCCGCGCTTGTTGTCA
CGCATTCTGGCGCAAGCGCACTACCGGTGGTGAACAACCACACCTCCGCCGTCCG
CCAACTCCGCGGCGGCGGCTGGCAGGCGGCTAAGGCCACCTGGTACGGLGLGECC
CAACGGCGCCGGCCCCGACGACAACGGTGGCGCGTGCGGGTTCAAGAACACCAA
CCAGTACCCGTTCATGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCCAGGAC
GGCCAGGGCTGCGGCGCATGCTACCAGATCAGGTGCACCGCTAAGAATAACCCT
GCCTGCTCCGGCGAGGTGAAGACGGTGATGATCACGGACATGAACTACTACCCG
GTGGCCAGGTACCACTTCGACCTCAGCGGCACGGCGTTCGGGTCCATGGCGAGGC
CCGGGCTGAACGACAAGCTCCGGCACGCGGGCATCATCGACATCCAGTTCAGGA
GGGTGGCCTGCAACAACCGGGGGCTCACCGTCAACTTCCACGTGGAGGTGGGCTC
CAACCCCAACTACCTGGCGGTGCTGGTGGAGTACGCCAACAAGGCCGGCACCGT
GGTGCAGATGGACGCGATGGAGGCCAACTCGGGCTACTGGATGCCCATGCGCCG
CTCCTGGGGATCCATCTGGCGGCTCGACTCCTACCGCCCGCTCAGGGGCCCCTTCT
CCATGCGCATCCGCAGCGAGAACGGCAGGACGCTGGTGGCGAACAATGTCATCC
CGGCAAGCTGGAGGCCCAACACCGACTACCGCTCCTACGTCCAGTTCACTTAA

Nucleotide
>McsEXPB-08

GCAGCCAAACGCACATACTCGAGCTGAGATAATGGCCGCCGCCGGGGCAGCTGC
ACTTGTTGCGCTCCTCGCCGCGCTTGTTGTCACGCATTCTGGCGCAAGCGCACTAC
CGGTGGTGAACAACCACACCTCCGCCGTCCGCCAACTCCGCGGCGGLCGGCTGGCA



GGCGGCTAAGGCCACCTGGTACGGCGCGCCCAACGGCGCCGGCCCCGACGACAA
CGGTACGTAGTAGTTTGAGTGGGTGCTTACTGCCTACTCCCTCCTTCCTATAAAGA
GTTATGTTTTTTTACTTTTAGACATTATGTTTAACCGTTTGTCTTATTCAAAAATTA
ATATAAATTATAAAATAAATAAAGTATTATTAAAGTATCTCTAATAACAAAATAA
ATCATAACAAAATAGATGATATTTATATAAAAAATTTGAATAAAAATATGGTCTA
AAATAGATGTCTCAAAGTTAAAAACGACTTTTTTTTTTGGGAGGGAGGGTGTAGC
TAGCAATACGACGTGCGCCATGCATCGTCGGTGTGCGCCGCGCCAACGTACCGTA
CGCGCTCGCCAATGCTGTCGTGCTGACGTTTCGGTTTTGCCAATGCCGTGGCTCGG
TGGCTGACATTGTGTCGTTGTGCTTGCACCGATCGGTGTTCTCCAGGTGGCGCGTG
CGGGTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACGTCGTGCGGCAAC
CAGCCCCTGTTCCAGGACGGCCAGGGCTGCGGCGCATGCTACCAGGTATCCATTC
AACTTGCTGTTTATATTACCCGTCCACTTGTCCGGTTCATTTAATTCAAATCGATC
GGTCAAATGTACTAGCTAGCAGAGTGTACTCCATATCTTTTTCCCTCGAATCGAA
GTTAATAACGACATTTTTAAAATTTGGTACGTATGAATTGAAAATTTGGTGAGGT
CAAACGGAAGCATCTTTTCACGTTCTCTTACTTATATGTTAAACTAATAATACAGA
TCAGGTGCACCGCTAAGAATAACCCTGCCTGCTCCGGCGAGGTGAAGACGGTGAT
GATCACGGACATGAACTACTACCCGGTGGCCAGGTACCACTTCGACCTCAGCGGC
ACGGCGTTCGGGTCCATGGCGAGGCCCGGGCTGAACGACAAGCTCCGGCACGCG
GGCATCATCGACATCCAGTTCAGGAGGGTGGCCTGCAACAACCGGGGGCTCACC
GTCAACTTCCACGTGGAGGTGGGCTCCAACCCCAACTACCTGGCGGTGCTGGTGG
AGTACGCCAACAAGGCCGGCACCGTGGTGCAGATGGACGCGATGGAGGCCAACT
CGGGCTACTGGATGCCCATGCGCCGCTCCTGGGGATCCATCTGGCGGCTCGACTC
CTACCGCCCGCTCAGGGGCCCCTTCTCCATGCGCATCCGCAGCGAGAACGGCAGG
ACGCTGGTGGCGAACAATGTCATCCCGGCAAGCTGGAGGCCCAACACCGACTAC
CGCTCCTACGTCCAGTTCACTTAACCAATCAGTCCCTGGCATAATCATATCGCATA
TAAGGTGGTGCTACTACGCTTATTTATTTGGGGTAGAGTATTGTGTGATTATTGCA
AATTCTTTTTGCAATGGGTTCGGCGAGTTTCAGTTCCATGTTGCCATTGTGTGTAT
CTTGGAAACGGAGGAGGCAAAGTGTTATACATATTACATGTGCTCTCCCGCCTAC
CGTCCAAACTCCAAAGTGTGTACAACAAGTAGGTACGATGCATACAGTGTCAGTG
TGTGACCAAATCACGGGGCTATGTATGCATCATCAAGTCATGATCAGGGGATTAA
TAACCAACGATCAAATATATTTCTGATTATTATTCTGGTAGATGTGTGGATTTTTT
TTTAG






