
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin01G284800 

Gene Model: Misin01G284800.1.p 

Description: McsEXPB-08 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-08 

MAAAGAAALVALLAALVVTHSGASALPVVNNHTSAVRQLRGGGWQAAKATWYG

APNGAGPDDNGGACGFKNTNQYPFMSMTSCGNQPLFQDGQGCGACYQIRCTAKNN

PACSGEVKTVMITDMNYYPVARYHFDLSGTAFGSMARPGLNDKLRHAGIIDIQFRRV

ACNNRGLTVNFHVEVGSNPNYLAVLVEYANKAGTVVQMDAMEANSGYWMPMRRS

WGSIWRLDSYRPLRGPFSMRIRSENGRTLVANNVIPASWRPNTDYRSYVQFT* 

CDS (coding sequence) 

>McsEXPB-08 

ATGGCCGCCGCCGGGGCAGCTGCACTTGTTGCGCTCCTCGCCGCGCTTGTTGTCA

CGCATTCTGGCGCAAGCGCACTACCGGTGGTGAACAACCACACCTCCGCCGTCCG

CCAACTCCGCGGCGGCGGCTGGCAGGCGGCTAAGGCCACCTGGTACGGCGCGCC

CAACGGCGCCGGCCCCGACGACAACGGTGGCGCGTGCGGGTTCAAGAACACCAA

CCAGTACCCGTTCATGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCCAGGAC

GGCCAGGGCTGCGGCGCATGCTACCAGATCAGGTGCACCGCTAAGAATAACCCT

GCCTGCTCCGGCGAGGTGAAGACGGTGATGATCACGGACATGAACTACTACCCG

GTGGCCAGGTACCACTTCGACCTCAGCGGCACGGCGTTCGGGTCCATGGCGAGGC

CCGGGCTGAACGACAAGCTCCGGCACGCGGGCATCATCGACATCCAGTTCAGGA

GGGTGGCCTGCAACAACCGGGGGCTCACCGTCAACTTCCACGTGGAGGTGGGCTC

CAACCCCAACTACCTGGCGGTGCTGGTGGAGTACGCCAACAAGGCCGGCACCGT

GGTGCAGATGGACGCGATGGAGGCCAACTCGGGCTACTGGATGCCCATGCGCCG

CTCCTGGGGATCCATCTGGCGGCTCGACTCCTACCGCCCGCTCAGGGGCCCCTTCT

CCATGCGCATCCGCAGCGAGAACGGCAGGACGCTGGTGGCGAACAATGTCATCC

CGGCAAGCTGGAGGCCCAACACCGACTACCGCTCCTACGTCCAGTTCACTTAA 

Nucleotide 

>McsEXPB-08 

GCAGCCAAACGCACATACTCGAGCTGAGATAATGGCCGCCGCCGGGGCAGCTGC

ACTTGTTGCGCTCCTCGCCGCGCTTGTTGTCACGCATTCTGGCGCAAGCGCACTAC

CGGTGGTGAACAACCACACCTCCGCCGTCCGCCAACTCCGCGGCGGCGGCTGGCA



GGCGGCTAAGGCCACCTGGTACGGCGCGCCCAACGGCGCCGGCCCCGACGACAA

CGGTACGTAGTAGTTTGAGTGGGTGCTTACTGCCTACTCCCTCCTTCCTATAAAGA

GTTATGTTTTTTTACTTTTAGACATTATGTTTAACCGTTTGTCTTATTCAAAAATTA

ATATAAATTATAAAATAAATAAAGTATTATTAAAGTATCTCTAATAACAAAATAA

ATCATAACAAAATAGATGATATTTATATAAAAAATTTGAATAAAAATATGGTCTA

AAATAGATGTCTCAAAGTTAAAAACGACTTTTTTTTTTGGGAGGGAGGGTGTAGC

TAGCAATACGACGTGCGCCATGCATCGTCGGTGTGCGCCGCGCCAACGTACCGTA

CGCGCTCGCCAATGCTGTCGTGCTGACGTTTCGGTTTTGCCAATGCCGTGGCTCGG

TGGCTGACATTGTGTCGTTGTGCTTGCACCGATCGGTGTTCTCCAGGTGGCGCGTG

CGGGTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACGTCGTGCGGCAAC

CAGCCCCTGTTCCAGGACGGCCAGGGCTGCGGCGCATGCTACCAGGTATCCATTC

AACTTGCTGTTTATATTACCCGTCCACTTGTCCGGTTCATTTAATTCAAATCGATC

GGTCAAATGTACTAGCTAGCAGAGTGTACTCCATATCTTTTTCCCTCGAATCGAA

GTTAATAACGACATTTTTAAAATTTGGTACGTATGAATTGAAAATTTGGTGAGGT

CAAACGGAAGCATCTTTTCACGTTCTCTTACTTATATGTTAAACTAATAATACAGA

TCAGGTGCACCGCTAAGAATAACCCTGCCTGCTCCGGCGAGGTGAAGACGGTGAT

GATCACGGACATGAACTACTACCCGGTGGCCAGGTACCACTTCGACCTCAGCGGC

ACGGCGTTCGGGTCCATGGCGAGGCCCGGGCTGAACGACAAGCTCCGGCACGCG

GGCATCATCGACATCCAGTTCAGGAGGGTGGCCTGCAACAACCGGGGGCTCACC

GTCAACTTCCACGTGGAGGTGGGCTCCAACCCCAACTACCTGGCGGTGCTGGTGG

AGTACGCCAACAAGGCCGGCACCGTGGTGCAGATGGACGCGATGGAGGCCAACT

CGGGCTACTGGATGCCCATGCGCCGCTCCTGGGGATCCATCTGGCGGCTCGACTC

CTACCGCCCGCTCAGGGGCCCCTTCTCCATGCGCATCCGCAGCGAGAACGGCAGG

ACGCTGGTGGCGAACAATGTCATCCCGGCAAGCTGGAGGCCCAACACCGACTAC

CGCTCCTACGTCCAGTTCACTTAACCAATCAGTCCCTGGCATAATCATATCGCATA

TAAGGTGGTGCTACTACGCTTATTTATTTGGGGTAGAGTATTGTGTGATTATTGCA

AATTCTTTTTGCAATGGGTTCGGCGAGTTTCAGTTCCATGTTGCCATTGTGTGTAT

CTTGGAAACGGAGGAGGCAAAGTGTTATACATATTACATGTGCTCTCCCGCCTAC

CGTCCAAACTCCAAAGTGTGTACAACAAGTAGGTACGATGCATACAGTGTCAGTG

TGTGACCAAATCACGGGGCTATGTATGCATCATCAAGTCATGATCAGGGGATTAA

TAACCAACGATCAAATATATTTCTGATTATTATTCTGGTAGATGTGTGGATTTTTT

TTTAG 




