IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006654209

Gene Model: XP_006654209.1
Description: ObEXPA-19
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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List of domain hits k)

-+ Name Accession Description Interval E-value
[+] PLN00193 super family 33423 expansin-A. Provisional 25-250 2.96e-120

SEQUENCES
Peptide
>0bEXPA-19

MAMPVAIVLLALLCTLSPRAADGQWTAGTATFYGGSDGSGTMGGACGYGNLYNAG
YGLHNAALSSALFNDGAMCGACYTITCDKDNSKWCKTGTSITITATNLCPADY AKPS
DDGGWCNPPRQHFDMSQPAWTSIAVYQAGIVPVKFLRVACQKTGGIRFTISGRDYFE
LVTVTNVGGSGVVVQMWIKGSNTDWMAMSRNWGANWQSNAYLNGQSLSFKVQID
DGRVVTIYNIAPSNWNFGSTYTSNINF

CDS (coding sequence)
>ObEXPA-19

TGTAAACACATGTAGGTGCTCATCCCTGCTATATAAGTTCCAGGGCCTAGCCAGG
AAGCCACTGCAGAACATAGCTCAACAGTACTAGTACTACAAAGCATCATCGGTTC
AAGCTAGATTCATCGTCATATTAGCACTTAGCCCAATGGCAATGCCAGTAGCAAT
AGTTCTTCTTGCGCTGCTGTGCACCTTATCTCCTCGAGCGGCCGACGGCCAGTGGA
CGGCGGGGACGGCGACATTCTACGGCGGCAGTGATGGCTCCGGCACCATGGGAG
GCGCGTGCGGGTACGGCAACCTGTACAACGCCGGGTACGGGCTGCACAACGCCG
CGCTGAGCTCGGCGCTGTTCAACGACGGCGCCATGTGCGGCGCGTGCTACACCAT
CACCTGCGACAAGGACAATAGCAAGTGGTGCAAGACCGGCACCTCCATCACCAT
CACGGCCACCAACCTCTGCCCTGCCGACTACGCGAAGCCCAGCGACGACGGLECGG
GTGGTGCAACCCGCCGCGGCAGCACTTCGACATGTCCCAGCCCGCCTGGACCTCC
ATCGCCGTCTACCAAGCCGGGATCGTCCCCGTCAAATTCCTAAGGGTGGCGTGCC
AGAAGACCGGCGGCATCAGGTTCACCATAAGTGGGAGGGACTACTTCGAGCTGG
TGACGGTGACGAACGTCGGCGGCAGCGGCGTGGTGGTGCAGATGTGGATCAAGG
GCTCCAACACGGACTGGATGGCGATGAGCAGGAACTGGGGCGCCAACTGGCAGA
GCAACGCCTACCTCAACGGGCAGAGCCTCTCCTTCAAGGTGCAGATCGACGACGG
CCGTGTGGTCACCATATACAACATTGCTCCCTCCAACTGGAACTTCGGCTCGACCT
ACACGTCCAACATCAACTTCTAG

Nucleotide
>ObEXPA-19

TAGAGATATTTGGGTAGGTACTAGGAACAGCCATTGCTAAAATGTGAACACCATC
ACCATGTAACCAGGTCATGCATGACAGCATCAGCATGAAGTCGCATACAATTAAC
TAGAGCGCACATTTTATTTTCTTAATTTCGTTCATGACGCAAAGCAGACTCATGGG



TTGTCCACCGGCTTCATAAATATTAAGTGTATTAAACACAGCGTTAAATTCCTTTT
CAATCGTGTGCATGTTGAAATTTTGCACAGAGAGGATTCCCTCACATGCAGGAGA
GTCTGTCAGTAGGCAACTCACATGCGAACTGGAATTTCTCCGGACAAACAAAATT
TTCCTACATGCCGCAGCATATCAAGAACATGGAGAACACGTCAGAAATAAATTTT
CTTTACGATTTTGAAAACTCGTCGTGTCAAAAGTCAAAGAAGGAACCACCAAACA
GCCAGGGTTTCATCAAGAGAAGAAAAACACTTAATTAATTAATTAATTAATTACG
GCATGTAAACACATGTAGGTGCTCATCCCTGCTATATAAGTTCCAGGGCCTAGCC
AGGAAGCCACTGCAGAACATAGCTCAACAGTACTAGTACTACAAAGCATCATCG
GTTCAAGCTAGATTCATCGTCATATTAGCACTTAGCCCAATGGCAATGCCAGTAG
CAATAGTTCTTCTTGCGCTGCTGTGCACCTTATCTCCTCGAGCGGCCGACGGCCAG
TGGACGGCGGGGACGGCGCGACATTCTACGGCGGCAGTGATGGCTCCGGCACCA
TGGGTTCGGTTCTCCCCCATTTCGATCGACCATATTACATACAATGCCTAATCAAT
GGTTAATTCGTAATGTTAACTCTTGTGCGATATGTGGCAGGAGGCGCGTGCGGGT
ACGGCAACCTGTACAACGCCGGGTACGGGCTGCACAACGCCGCGCTGAGCLCTCGG
CGCTGTTCAACGACGGCGCCATGTGCGGCGCGTGCTACACCATCACCTGCGACAA
GGACAATAGCAAGTGGTGCAAGACCGGCACCTCCATCACCATCACGGCCACCAA
CCTCTGCCCTGCCGACTACGCGAAGCCCAGCGACGACGGCGGGTGGTGCAACCC
GCCGCGGCAGCACTTCGACATGTCCCAGCCCGCCTGGACCTCCATCGCCGTCTAC
CAAGCCGGGATCGTCCCCGTCAAATTCCTAAGGTAGCCATAGCCACGACCACTCA
AATTAAATCACACACACAAACTGATCAACACGTACGGCACACATGAGCAGCATG
GGCTTATGAGAAACTGCTGTGCATTATAGGGTGGCGTGCCAGAAGACCGGCGGC
ATCAGGTTCACCATAAGTGGGAGGGACTACTTCGAGCTGGTGACGGTGACGAAC
GTCGGCGGCAGCGGCGTGGTGGTGCAGATGTGGATCAAGGGCTCCAACACGGAC
TGGATGGCGATGAGCAGGAACTGGGGCGCCAACTGGCAGAGCAACGCCTACCTC
AACGGGCAGAGCCTCTCCTTCAAGGTGCAGATCGACGACGGCCGTGTGGTCACCA
TATACAACATTGCTCCCTCCAACTGGAACTTCGGCTCGACCTACACGTCCAACAT
CAACTTCTAGATATGAGTCTAGAACTAATCAGCATCTTGCTGATGGCTAAATATA
TATTTACTGGTATATATATATATATATATATATATATTTAGCCATCAGCAAGGGGG
AATGCATGGTTATTATTATTGACGACCGATGTACTGTGCAGGACAGATCGTCGAC
GTTACGTAGGTAGGCAGAGAGCGATGTTCTTTTTTTGGAAAATCAGTTCTGTTTGC
CGGTTTCTAGATGTCGATCCTGCCTGTAATAACTGCGACTGTATTTTACTTGGACA
GCGGCTTCGTATCTCAGAGCCCTCTAAGTAATCAATGCAGTATATGTTTGTAATAC
TTATAGTGATCCCAGCTCTATTATTTTTCGTGTAAATTAAATCCAGAATCGTTTAT
CAAGTGACATGTTAAGATGCTTTGTCAGCTATATGCCTTTAACGTTGATTTGAATC
TCGGAGCTTGAGGAGACTCAGAAGTCAGGAGGCAATCTGGCGTTTTTTTTGTCAT
GTCCAATCT





