IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G324900

Gene Model: SbRi0.01G324900.1.p
Description: SbrEXPB-11

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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Legend:
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DOMAIN ARCHITECTURE

site ) 4
specific hits B - | Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E.value
[+ DPEB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins ... 95-216 1.08e-83
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol Pl, Pl and PIIl from Lelium perenne 224-300 2.86e-32

>SbrEXPB-11

MSIARGLPWRFFFRSINTPASCSLPDHRNAKTPPVGQINRSYYTSRVTLAAMASSFSK
VVAALIGALIFSLLVTYGSCATPANFTASDFTADPNWEAARATWYGAPTGAGPDDN
GGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCQKHPACSGNPETVIITD
MNYYPVSKYHFDLSGTAFGAMAKPGRNNELRHAGIIDIQFKRVPCNYPGQKVTFHVE
EGSNPVYFAVLVEFEDGDGDVVQVDIMEANSGYWTPMRESWGSIWRLDANHRLQA
PFSLRITNESGRKLVANRVIPANWAPNNYYRSHQY™*

CDS (coding sequence)
>SbhrEXPB-11

ATGTCGATCGCGCGCGGCCTTCCTTGGAGATTCTTTTTCCGGTCTATAAATACCCC
GGCGAGCTGCTCCCTTCCAGATCATCGAAACGCAAAAACTCCTCCTGTCGGCCAA
ATCAATCGTAGCTACTACACCTCTCGCGTAACTCTAGCAGCTATGGCATCCTCCTT
CTCCAAGGTGGTCGCAGCACTTATTGGTGCGCTCATCTTCTCCCTCCTTGTCACGT
ATGGCTCGTGCGCTACACCGGCCAACTTCACCGCCTCCGACTTCACCGCCGATCC
CAACTGGGAGGCTGCCAGAGCCACCTGGTACGGTGCGCCCACCGGLGLLGGLLC
TGACGACAATGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGCCGCCGTTCTCC
GCGATGACGTCGTGCGGCAACCAGCCCCTGTTCAAAGATGGAAAGGGATGTGGC
TCCTGCTACCAGATACGGTGCCAGAAACACCCTGCCTGCTCCGGCAACCCCGAGA
CGGTGATCATCACTGACATGAACTACTACCCCGTGTCCAAGTATCACTTCGACCT
CAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAACAACGAGCTCCG
CCACGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCCTGCAACTACCCGGGG
CAGAAGGTGACGTTCCACGTGGAGGAGGGCTCGAACCCGGTCTACTTCGCGGTGC
TCGTCGAGTTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACATCATGGAGG
CCAACTCCGGCTACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGGAGGCT
GGACGCCAACCATAGGCTCCAGGCGCCCTTCTCGCTGCGCATCACAAACGAGTCC
GGCAGGAAGCTGGTGGCCAACCGGGTCATCCCAGCCAACTGGGCGCCCAACAAC
TATTACCGCTCCATCATTCAGTATTAG



Nucleotide
>ShrEXPB-11

GCTCCACAGCCATGTGACCCCTACGCACCAAAGGCCAAAGCACCACACGTCGAC
GCGGCCGCAACTGCCGTTGATCGATGTCGATCGCGCGCGGCCTTCCTTGGAGATT
CTTTTTCCGGTCTATAAATACCCCGGCGAGCTGCTCCCTTCCAGATCATCGAAACG
CAAAAACTCCTCCTGTCGGCCAAATCAATCGTAGCTACTACACCTCTCGCGTAAC
TCTAGCAGCTATGGCATCCTCCTTCTCCAAGGTGGTCGCAGCACTTATTGGTGCGC
TCATCTTCTCCCTCCTTGTCACGTATGGCTCGTGCGCTACACCGGCCAACTTCACC
GCCTCCGACTTCACCGCCGATCCCAACTGGGAGGCTGCCAGAGCCACCTGGTACG
GTGCGCCCACCGGCGCCGGCCCTGACGACAATGGTACGTATCACCCTGTAGGCGG
CGACGTCGTCGTTGCAAGGCGCAGGATCGTCGTATACTGCATCAGCATGACTGCA
TGTGTGTTGTGCTGTTGGCTTAACGCCCGGTGGTCTCCATTATATTGATGTGCATG
CTGCAGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGCCGCCGTTCTCCGCGAT
GACGTCGTGCGGCAACCAGCCCCTGTTCAAAGATGGAAAGGGATGTGGCTCCTGC
TACCAGGTCAGTCGACGAAGATCCTTTTAATTAAAATTTGGTGTGTCTGCCTTATT
GGAAACGGAAAGCTAGCTCGAGCATATATACTGTTGACTTTTGACTAATGAATGA
AACCCTCCGTTTTAATTATTTTCTTTCCTACTAGATACGGTGCCAGAAACACCCTG
CCTGCTCCGGCAACCCCGAGACGGTGATCATCACTGACATGAACTACTACCCCGT
GTCCAAGTATCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCC
GGCCGCAACAACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGG
TGGGTATCGGCGTCATGCGCGATTGCACATGCACTGCACGTCGCGCATAGAGCCA
GAAACCAACAATTTGCAGGCCCTGCCTGAACAGAATATAGGGGATGCATGTGGA
GCTCTTGTAGATCCGCAGAAGTATTACTAGTTATATACTGTACTACCTGCTCCTAT
CTGTATAATTAATCTAGATTTTGAGGACTGTTGTCGGACTAGCTAGACACAAGAC
TAATGGAAGCAAACATGTCACATGCATGCAGAGTGCCCTGCAACTACCCGGGGL
AGAAGGTGACGTTCCACGTGGAGGAGGGCTCGAACCCGGTCTACTTCGCGGTGCT
CGTCGAGTTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACATCATGGAGGC
CAACTCCGGCTACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGGAGGCTG
GACGCCAACCATAGGCTCCAGGCGCCCTTCTCGCTGCGCATCACAAACGAGTCCG
GCAGGAAGCTGGTGGCCAACCGGGTCATCCCAGCCAACTGGGCGCCCAACAACT
ATTACCGCTCCATCATTCAGTATTAGCTCTGCTACTACATGCGCTCTGATTCGGTG
TCATTGGCTTCATTGGAACTGTACTGTATGTAATTGCATCAATCTTCGGTGCATAA
GATGTTGACAGAGTTAGGAGATGAGGAAGCAAGTTTGGATGTGCTTTCCCGCTCA
CTGTCAATACATGAATCAGTCTGATCAAGGTTATAAATCACTCCTATATATATATA
TAAAGCAACTTCTCAGTGGCATTCAGTACGTC





