
IDENTIFICATION 

Species: Phalaenopsis equestris 

Locus: XP_020572179 

Gene Model: XP_020572179.1 

Description: PeqEXPA-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris 

KEGG: https://www.genome.jp/entry/T05601  

EXTERNAL RESOURCES 

http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx 

https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
https://www.genome.jp/entry/T05601
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PeqEXPA-11 

MPCTPFSSPPPPRKPKMSPPPAQSPSTLRRLLLPLLVSSAFLHLAGAHRSSFSFSSALSE

WRPARASYYAASDPRDTVGGACGYGDLGKSGYGLATVGLSTALFEKGLACGGCYE

VRCVEELQYCIPGTSIALTATNFCPPNYGLPSDAGGLCNPPNSHFVMPIAAFEKIAIWK

AGVLPIQYRRIKCGREGGVRFTIEGRRFFVAVLISNVAGAGDVTAVKVKGTATGWLQ

MGRNWGQNWHIAADLRGQPLSFELTTSDGVTLTSYNVAPHDWSFRQTYIGKQFLF 

CDS (coding sequence) 

>PeqEXPA-11 

GCGAAGTCTCAAACTCAACCTCTCCCAGAAGCCTCAAACACAACCTCCCAGAACA

TATTGCGTACGATAAATATAAGAGAAAATAGAGCTAAGTTGCTGCATCACTGCAA

TTCCACAATCAAAACAAAACAAAACCCTCGATTATTATCAGCCCCTCACTCTCCC

CTGCTCCGCTCATTAATGCCCTGTACACCTTTCTCATCGCCACCACCTCCTCGAAA

ACCCAAAATGTCGCCGCCGCCGGCGCAATCTCCGTCAACTCTCCGCCGCCTCCTT

CTACCTCTCCTTGTCTCATCAGCTTTCCTACACCTCGCCGGCGCTCACCGTTCCTCT

TTCTCTTTCTCTTCCGCTCTTTCCGAGTGGCGTCCCGCACGCGCTTCCTACTACGCC

GCTTCTGATCCACGGGACACCGTCGGAGGAGCTTGCGGCTATGGCGATCTGGGGA

AAAGCGGGTACGGTCTGGCTACAGTTGGGTTGAGCACCGCGCTCTTCGAGAAAG

GGTTGGCGTGCGGAGGATGCTACGAGGTCCGATGCGTGGAGGAGCTCCAGTACT

GCATCCCAGGAACCTCCATCGCTCTCACGGCAACCAATTTCTGTCCGCCTAATTAC

GGCCTCCCCTCCGACGCCGGAGGACTCTGCAACCCCCCTAATTCCCACTTCGTCAT

GCCCATAGCTGCATTCGAGAAGATTGCCATCTGGAAAGCGGGAGTCCTCCCAATC

CAATACCGCCGGATAAAGTGCGGAAGGGAAGGAGGTGTGAGATTCACAATCGAG

GGGCGGAGATTCTTTGTGGCGGTTCTGATAAGCAACGTGGCCGGCGCCGGTGATG

TCACGGCGGTAAAAGTGAAAGGGACAGCGACCGGTTGGCTGCAGATGGGAAGAA

ATTGGGGACAGAACTGGCACATCGCCGCCGACCTTCGAGGTCAGCCGCTCTCCTT

CGAACTCACCACCAGCGATGGCGTAACACTCACCTCTTACAATGTAGCTCCCCAT

GACTGGTCTTTCCGCCAGACCTACATCGGCAAGCAATTCCTATTCTGATTCAAAA

CTATATTCTCTGCATGTGCATTACCATTTAGGATTATCGATATAGTTAATTGTATT

ATTGTTATGTTGCTTAGAGAATGGAGAAGTTACTGTGTTCTTCGGATTTTTGTCTG

GAATCTCTGAAACAGTGACGATTGTTTACTTGTCTGTTAGAAATTCTCTGCACTGT

TCGATAGAATGTCTGGTTTCCCTTTTTTTAGGGGGGTTGGAAGGGATGCTTATTTG



TAAATTAGGATGGCTGTATGTCTGTAAACCGTTCGATAAAATGCCCAAATGGTTT

TGGGGGTTTTGAATTTGGAAGAGGACGCAGGAAACGTGTTGT 

Nucleotide 

>PeqEXPA-11 

ATTCAAATGCATCATCTGAATCATCATTTAATAATTGTCAACTTGTTGCTGCACAG

TTCTTAAAACAGATCCACGGATGTAATTGAAGGTCGGGGACATATGGTGAGAGCC

GCTTTGTCAACACCAAAAATACGTTGTTACTGTTTTGTGTTCTTGAAAATCATAAA

CACATTTAATTTAAAAAAAATAAAAATTGAGAAACAATAAACAAACGTATTTTTA

GTTTTATCATTTATTTTATGAAAATTAAAATAAAAAATGATTCCAAACGGGCCTCT

CTTTTGACTAGTTTTGATGATAGGCAGGTCAATTGCCCTAAAACTTTTATTTTAAC

CTAACATTTGTATTTCAAACCACTCATTTCGAACGGTCCATTTATTGGATCTCACC

CAAAATTTCCACCCCAATTAAGTACTCATTTACCATGATTAACAGCTGAAAAGCT

CCCCCAAATCACGTGGATTTTGGCAGCTATCATACTCAATCTCATTCCCGTTAAGA

CAACACGTTTCCTGCGTCCTCTTCCAAATTCAAAACCCCCAAAACCATTTGGGCAT

TTTATCGAACGGTTTACAGACATACAGCCATCCTAATTTACAAATAAGCATCCCTT

CCAACCCCCCTAAAAAAAGGGAAACCAGACATTCTATCGAACAGTGCAGAGAAT

TTCTAACAGACAAGTAAACAATCGTCACTGTTTCAGAGATTCCAGACAAAAATCC

GAAGAACACAGTAACTTCTCCATTCTCTAAGCAACATAACAATAATACAATTAAC

TATATCGATAATCCTAAATGGTAATGCACATGCAGAGAATATAGTTTTGAATCAG

AATAGGAATTGCTTGCCGATGTAGGTCTGGCGGAAAGACCAGTCATGGGGAGCT

ACATTGTAAGAGGTGAGTGTTACGCCATCGCTGGTGGTGAGTTCGAAGGAGAGC

GGCTGACCTCGAAGGTCGGCGGCGATGTGCCAGTTCTGTCCCCAATTTCTTCCCAT

CTGCAGCCAACCGGTCGCTGTCCCTTTCACTTTTACCGCCGTGACATCACCGGCGC

CGGCCACGTTGCTTATCAGAACCGCCACAAAGAATCTCCGCCCCTCGATTGTGAA

TCTCACACCTCCTTCCCTTCCGCACTTTATCCTGCCATCAAATTCTAAATCAGAAA

CCATTTATCGCTTCAGATCCAAAGAAATCCAGAAGATCGAGAGAGAGGGAGAGA

GGGACCGGCGGTATTGGATTGGGAGGACTCCCGCTTTCCAGATGGCAATCTTCTC

GAATGCAGCTATGGGCATGACGAAGTGGGAATTAGGGGGGTTGCAGAGTCCTCC

GGCGTCGGAGGGGAGGCCGTAATTAGGCGGACAGAAATTGGTTGCCGTGAGAGC

GATGGAGGTTCCTGGGATGCAGTACTGGAGCTCCTCCACGCATCGGACCTCGTAG

CATCCTCCGCACGCCAACCCTTTCTCGAAGAGCGCGGTGCTCAACCCAACTGTAG

CCAGACCGTACCCGCTTTTCCCCAGATCGCCATAGCCGCAAGCTCCTCCTGTAAC

GGATCGAGAGGGAAATCACTTAGAAAGAAGACGATACGAGGAATCGATAGAAAT

AGAGAACTGACCGACGGTGTCCCGTGGATCAGAAGCGGCGTAGTAGGAAGCGCG

TGCGGGACGCCACTCGGAAAGAGCGGAAGAGAAAGAGAAAGAGGAACGGTGAG

CGCCGGCGAGGTGTAGGAAAGCTGATGAGACAAGGAGAGGTAGAAGGAGGCGG

CGGAGAGTTGACGGAGATTGCGCCGGCGGCGGCGACATTTTGGGTTTTCGAGGA

GGTGGTGGCGATGAGAAAGGTGTACAGGGCATTAATGAGCGGAGCAGGGGAGA

GTGAGGGGCTGATAATAATCGAGGGTTTTGTTTTGTTTTGATTGTGGAATTGCAGT

GATGCAGCAACTTAGCTCTATTTTCTCTTATATTTATCGTACGCAATATGTTCTGG

GAGGTTGTGTTTGAGGCTTCTGGGAGAGGTTGAGTTTGAGACTTCGCTATGTACA

GTGACACTCAGGACCGATATCACTATAAATTATAATATAATTTTTCTTATTCATCT

CGTTTTTGTGGTTATATTGACACAAAAAATGACCGACCATTGTTCTATATCTAGAT

ATATTTACTACCATATTGCCCTCAATCAAAATTCTACTTTACCTTACTTATCGACT

CTCTCAAAAATGTCGTTCGATGAGTTCAATGGTTAGATTGGGTGCTTGAAAACTG



ACACATAAAAGTGATTTAGAAAGTGTCACTCGACACACTTCCAATTTATTAGTAG

AACACGTGCAATCTAAATGGTCATGCTCTCAAAACAAATGTTATGTAATAATGTC

ATATTTACATCTAAATATGGAGTCCAGATAACATGTCGATGAAATTATAAACTAA

ACTTAGTAAATACATATAATTAAGACAAGATTATGAGATTAATTAAAAAAAGATT

TGTATAGCTTGAGTACATTAAGTTCATTTTTATAGATCACGATATTTAG 




