
IDENTIFICATION 

Species: Boechera stricta 

Locus: Bostr.25542s0010 

Gene Model: Bostr.25542s0010.1.p 

Description: BosEXPA-18 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

 

>BosEXPA-18 

MDSGLQQLALCIFILCRLFQATAEDDWKIATATLSRDRDGSSSVATGGACGYGDLRQ

SSYGGYSAGLSGKLFNRGSSCGACLEVRCVNHIRWCLQGSPSVVVTATDFCPPNSGL

SSDYGGWCNFPKEHLELSHAAFTGIAETRAEMIPVQYRRVKCGRRGGLRFSLNGSSH

FFQVLISNVGLDGEVVGVKVKGHTTAWIPMARNWGQNWHSSLDLIGQSLSFEVTLK

GGKTIASYDVAPPYWRFGMTYQGKQFHS* 

CDS (coding sequence) 

>BosEXPA-18 

ATGGATTCTGGGCTTCAGCAACTCGCATTGTGCATCTTTATTCTCTGCCGCCTCTT

TCAAGCCACCGCCGAGGATGACTGGAAGATAGCCACAGCCACGCTCTCCAGAGA

CAGGGACGGCTCATCCTCCGTCGCTACTGGAGGCGCTTGTGGGTATGGAGATCTG

AGGCAGAGCAGCTATGGCGGGTACAGCGCAGGCCTGAGCGGGAAGCTGTTCAAC

AGGGGAAGCAGCTGCGGAGCTTGTCTAGAAGTACGGTGCGTGAACCACATCCGG

TGGTGCCTCCAAGGCAGCCCCTCCGTGGTGGTCACCGCCACCGATTTCTGTCCTCC

CAATTCGGGACTGTCCTCCGATTACGGAGGTTGGTGCAACTTCCCAAAGGAACAC

TTGGAACTATCTCATGCCGCCTTCACAGGGATAGCAGAAACCAGAGCCGAGATG

ATACCTGTACAATACAGGAGGGTCAAGTGTGGGCGGAGAGGCGGGTTGAGATTC

AGCTTGAACGGGAGCTCCCACTTCTTCCAGGTGTTGATAAGCAATGTGGGCCTCG

ACGGGGAAGTGGTAGGAGTGAAAGTGAAGGGCCATACAACGGCTTGGATCCCAA

TGGCCAGAAACTGGGGACAGAACTGGCACTCCTCTCTCGATCTCATCGGACAGTC

TCTCTCTTTCGAGGTTACTCTCAAAGGCGGCAAAACCATTGCCTCTTATGATGTGG

CTCCTCCGTATTGGCGCTTTGGAATGACATACCAAGGAAAGCAGTTCCACTCCTG

A 

Nucleotide 

>BosEXPA-18 

CTCACTCTAGATTTTAAGATCAATGAAACTCACACACTCGAGTCTGACCAAAACT

TGGATGTTAGTTTCCCTCTTGTGTGTCTCTTTGTCTTGATTCTTCACGGATTGAAAG

TGGGCCGCCGAATGAGATGGGCCTGGAATACGTATTGTTTGTTCCCATTTTTATGA



TTGGTCTGAAACGGGAACTGTCAAAGTCAAAACATGTCAGAGCAATCTTTTGTCG

CATCCCCACCACACCCAGTCTTGAAAAGCGGAGCCTGATGATGATCAAAAGGAA

CCCCAAAACCCTCTCAAACGCATCACTTTTGTCTGCCACCTTTGAGGATCCCAACA

ACACTGCTTGTTCATGGATTCTGGGCTTCAGCAACTCGCATTGTGCATCTTTATTC

TCTGCCGCCTCTTTCAAGCCACCGCCGAGGATGACTGGAAGATAGCCACAGCCAC

GCTCTCCAGAGACAGGGACGGCTCATCCTCCGTCGCTACTGGTTCTCTTCTCTCTC

TGTCCCCTATTTTTATTTCTTCTTTCCTCATGATTTAACTAGACTAATTGGTGGTGA

TAGGAGGCGCTTGTGGGTATGGAGATCTGAGGCAGAGCAGCTATGGCGGGTACA

GCGCAGGCCTGAGCGGGAAGCTGTTCAACAGGGGAAGCAGCTGCGGAGCTTGTC

TAGAAGTACGGTGCGTGAACCACATCCGGTGGTGCCTCCAAGGCAGCCCCTCCGT

GGTGGTCACCGCCACCGATTTCTGTCCTCCCAATTCGGGACTGTCCTCCGATTACG

GAGGTTGGTGCAACTTCCCAAAGGAACACTTGGAACTATCTCATGCCGCCTTCAC

AGGGATAGCAGAAACCAGAGCCGAGATGATACCTGTACAATACAGGAGGGTCAA

GTGTGGGCGGAGAGGCGGGTTGAGATTCAGCTTGAACGGGAGCTCCCACTTCTTC

CAGGTGTTGATAAGCAATGTGGGCCTCGACGGGGAAGTGGTAGGAGTGAAAGTG

AAGGGCCATACAACGGCTTGGATCCCAATGGCCAGAAACTGGGGACAGAACTGG

CACTCCTCTCTCGATCTCATCGGACAGTCTCTCTCTTTCGAGGTTACTCTCAAAGG

CGGCAAAACCATTGCCTCTTATGATGTGGCTCCTCCGTATTGGCGCTTTGGAATGA

CATACCAAGGAAAGCAGTTCCACTCCTGACTCCTCCTTATCATCATCATCAAGTC

ATAATTCACTTTCGGTGGTCAAAACAAAGTTGTGGCTTTATTATCACTTTGGAGAC

TTTAGATACCATCACTTCAACTCAAGCCTATAAATGACTTGCTACGAGTGGTCCAT

CTTTGCATTCTCTTTTCTTTTTCTCTTTCTTTTTATATTATATATATATCCTTCACGA

TCCACACTTGGACCTCATTTAGCTGTGTTCGTATATAATATGCTCATGAGTTTTGC

ATTTACAATCACGACTGGAAGGAAGAAAATACGCAGTGCAGACAAAATGCAATG

ACCCTCCGAATCTCACCATCCTTTTCTTAGTTTTTATAACAGTATCAATTACTTTCT

ATTAGCACTAGCAATCAACCGCACAAAACCTGTAAATCTCGCATTCTTCCGTCAA

TAGACACGAGAAGAAAAAACGAAAGAAGAAAAGAGTGATTTGGGTCTGCTCGTA

ATCTATCCTTCAGGTGCTCGAATGTCAAACTTCAATGCACTTACAACCATCCTATT

CTATTCACCCATCATTGGACCCATACATGTATGGAACACGGTGCTTAAGACTTGT

GGGACTTGTGAAGAGCTATGCTCACTCCGAACAAGCTCCACCAACAATGGGAAG

AAATTTGGTGCATACCTCTTGAATGAATCTCGTTTCAGTCCCCTCAGCACCTTCAG

CACTGCAACCACTAGTGGGGATCTCGCTGCTGCTTCTTCCTTCGATGTTGCTCCCA

TGGGTAGAATCCAGTTTTTGGGCTGCCTGGTTTCTTCCAACTCTGAACCCTGAAAC

AACGTGCATTTCAGGTACATCTTCAGTAATTGCACACACACTGTAATCAGTTTAG

ACTCTATGTTTAGCTCCAAGGACACTCCTGGGTTGTATGTCAGTAGGTCTTGAAG

AATGTCCAGGTAGTTCTGGTGTGTGTCATTTTCGAAATGAAGCATGGGAGGTTCA

GAGAGCTCCAAGATAGAGCATGCTCTCCTCATTTTCTTCTGCAGGATCAAATCAG

AATTTAGCTGGTGGGCATGTGATGAGATTGATGAAAGTATCTCCAGTATAACAGT

GACGTGAGATGCCAACAATGACTGCTGATTAATACGGTAGAGATCGGTCACTACC

TGAAAAC 




