IDENTIFICATION

Species: Populus deltoides

Locus: Podel.04G131300

Gene Model: Podel.04G131300.1.p
Description: PAEXPA-08

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.
Superfanilies PLNOOOSO

. Name Accession Description Interval E-value
[+] PLND0O50 super family ci31535 expansin A; Provisional 13-239 9 46e-129
SEQUENCES

Peptide

>PdEXPA-08

MALLGFLLVGFLSSVSSVHGYYGGWINAHATFYGGGDASGTMGGACGYGNLYSQG

YGTNTAALSTALFDNGLSCGACFEIRCVNDPQWCLPGVIMVTATNFCPPGGWCDPPN
HHFDLSQPVFQHIAQYRAGIVPVIYRRIRCRRSGGIRFTINGHSYFNLVLITNVGGAGD

VHSVAIKGSRTGWQSMSRNWGQNWQSNSYLNGQSLSFVVTTSDGRSVVSYNVAPA

GWSFGQTYSGGQYRY*

CDS (coding sequence)
>PdEXPA-08

ATGGCTCTTCTTGGGTTTCTTTTAGTGGGGTTTCTCTCCTCTGTCTCTTCTGTTCAT
GGATATTATGGAGGTTGGATTAACGCTCATGCCACTTTCTATGGAGGTGGCGATG
CTTCAGGGACAATGGGTGGGGCTTGTGGCTATGGAAATCTGTACAGCCAGGGTTA
TGGAACTAACACAGCAGCACTGAGCACTGCATTGTTCGACAATGGTTTGAGCTGT
GGGGCCTGCTTTGAGATCAGATGTGTAAATGATCCACAGTGGTGCCTGCCTGGTG
TAATTATGGTCACCGCTACTAACTTCTGCCCTCCCGGCGGCTGGTGTGATCCTCCC
AACCATCATTTTGATCTCTCTCAACCTGTCTTCCAACACATTGCCCAATATAGAGC
CGGAATTGTCCCAGTAATCTACAGAAGGATAAGATGCAGGAGGAGCGGAGGCAT
TCGGTTCACCATCAATGGCCACTCATACTTCAATTTAGTCCTGATTACCAATGTTG
GCGGTGCTGGCGATGTGCATTCAGTGGCCATCAAAGGTTCGAGAACTGGGTGGCA
ATCAATGTCGAGAAACTGGGGCCAAAACTGGCAGAGTAACTCTTACCTTAACGG
ACAGAGTCTCTCTTTTGTAGTGACGACTAGTGATGGCCGCAGTGTGGTTTCTTACA
ATGTCGCCCCTGCTGGTTGGTCCTTTGGGCAGACGTATAGTGGAGGGCAGTATAG
GTACTAG

Nucleotide
>PdEXPA-08

GAAAATGGCTCTTCTTGGGTTTCTTTTAGTGGGGTTTCTCTCCTCTGTCTCTTCTGT
TCATGGATATTATGGAGGTTGGATTAACGCTCATGCCACTTTCTATGGAGGTGGC
GATGCTTCAGGGACAATGGGTATGTGAGACATGTGTTCTTTATTTTTTTTTGATTG
GAAAATCATGTACATGCAAGCTCTATGATGTATAATCTTCTTACAATATTGTCCTG
GCTAACCATAGCTTGGTTGTGTTTTAAGGTGGGGCTTGTGGCTATGGAAATCTGT
ACAGCCAGGGTTATGGAACTAACACAGCAGCACTGAGCACTGCATTGTTCGACA




ATGGTTTGAGCTGTGGGGCCTGCTTTGAGATCAGATGTGTAAATGATCCACAGTG
GTGCCTGCCTGGTGTAATTATGGTCACCGCTACTAACTTCTGCCCTCCCGGCGGCT
GGTGTGATCCTCCCAACCATCATTTTGATCTCTCTCAACCTGTCTTCCAACACATT
GCCCAATATAGAGCCGGAATTGTCCCAGTAATCTACAGAAGGTAGGTTAATTAAT
CAACACTTTTTCATGCTTTATTAATTCCGCTCAGAACTTCTTAACCTAACAGATTA
ATGAGGTTACGGATTGTTATAGGATAAGATGCAGGAGGAGCGGAGGCATTCGGT
TCACCATCAATGGCCACTCATACTTCAATTTAGTCCTGATTACCAATGTTGGCGGT
GCTGGCGATGTGCATTCAGTGGCCATCAAAGGTTCGAGAACTGGGTGGCAATCAA
TGTCGAGAAACTGGGGCCAAAACTGGCAGAGTAACTCTTACCTTAACGGACAGA
GTCTCTCTTTTGTAGTGACGACTAGTGATGGCCGCAGTGTGGTTTCTTACAATGTC
GCCCCTGCTGGTTGGTCCTTTGGGCAGACGTATAGTGGAGGGCAGTATAGGTACT
AGCAACGATTGCCTGTCCTGGAAAAAGACATATAGAATATGCAGTATTATCAAGC
AACACGCCGGCGGCACCATTATTGAAGATGTAGTGCTCTCTGTGTTTGTTGCAAG
ACAGAAAGTATATGGTCAACGTACCTTGGGTCAATGTCTCTTATGAATTAGCCCT
AATTCCCACTTTCCTATCTCATGAGCCAAGGCTTCATTTTTACTGCAGGAGTGTGT
GCATGCATATATACGTCCAAAGGCAGCTGTTTGATTACTGCTAGGGCATTTCAAA
TTAGAAATACAAGTAAATTTTAAAAGGCTTGTGGTAAAAAAAGAAGATAAGAAG
GTCACTGCTGGAAGCTCGTAGTTCACTGTGCCCTTGTTTGTATTTGATCTGCAAAA
TAAATGCACCTTTTGATATAGTTAATTCTAATGAAAGTGAGATCTC





