
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.9G388600 

Gene Model: Pahal.9G388600.1.p 

Description: PhEXPB-24 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPB-24 

MMAAQAAAALVAGLLAVLVVAHGVRAQPANDTSSAVRQLLGSGGGWLPAKATW

YGAPNGAGPDDNGGACGFKGTNQYPFMSMTSCGNEPLFQDGQGCGACYEIKCTSKD

NPACSGQPKRVMITDMNYYPVAKYHFDLSGTAFGALAMPGLNDRLRHAGIINIQFRR

VPCDNRGLTVNFHVEQGSNPVYLAVLVQYANKAGTVLQMDLLESGSSYWTPMRRS

WGSVWRLDSNHPLRAPFSLRIRGESGQTLVANNVIPANWRPNTDYRSYVQFS* 

CDS (coding sequence) 

>PhEXPB-24 

ATGATGGCCGCCCAGGCAGCTGCTGCACTCGTTGCTGGGCTCCTCGCCGTGCTTG

TCGTCGCGCATGGCGTTCGAGCACAGCCGGCGAACGACACCTCCTCCGCCGTCCG

CCAACTCCTCGGCTCCGGCGGCGGCTGGCTCCCGGCCAAGGCCACCTGGTACGGC

GCGCCCAACGGAGCCGGCCCCGACGACAACGGTGGCGCGTGTGGGTTCAAGGGC

ACCAACCAGTACCCCTTCATGTCCATGACGTCGTGCGGCAACGAGCCCCTGTTCC

AGGACGGCCAGGGCTGCGGTGCATGCTACGAGATAAAGTGCACCAGTAAGGACA

ACCCCGCCTGCTCCGGCCAGCCCAAGAGGGTGATGATCACGGACATGAACTACTA

CCCGGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCCTTCGGCGCCCTTGCA

ATGCCGGGCCTCAACGACAGGCTGCGCCATGCGGGCATCATCAACATCCAGTTCA

GGAGGGTACCCTGCGACAACCGGGGGCTCACCGTCAACTTCCACGTGGAGCAGG

GCTCCAACCCCGTCTACCTAGCGGTGCTGGTCCAGTACGCAAACAAGGCGGGAAC

CGTGCTGCAGATGGACCTCCTCGAGTCCGGCTCGAGCTACTGGACACCGATGCGG

CGCTCTTGGGGCTCCGTCTGGCGGCTGGACTCCAACCACCCGTTGCGGGCGCCCT

TCTCGCTGCGCATCCGTGGCGAATCTGGCCAGACGTTGGTGGCCAACAACGTCAT

CCCGGCAAACTGGAGACCCAACACCGACTACCGCTCCTACGTCCAGTTTAGCTAA 

Nucleotide 

>PhEXPB-24 

CATCGAAACACAGAGCTTCTTGTCTGACCAGCGCTAGCAACTAATTACGAGCTAG

TAGCTAGTAAGACAACGACGATGGCGTCCATGATCGCCGGCTCGTCCAAGGTGGT

GGTTGCACTGATCTTCTCCCTCCTTGTCTCGTATGGCTCGTGCGCTAGGCCGCCGC



CGGTGAACCTTAACGCCTCTGCCTTCACCGCCGACTCCAACTGGGAGGCTGCCAG

GGCCACCTGGTACGGCGCGCCCACCGGCGCCGGCCCCGACGACGATGGTACGCG

TATACATGTATATGGATCACCGATGGTCGCCGGCGCCTGGCGCCTGGCGATCTTG

CCGTGTTTATGAACGACCTATAAACTTAAGCTTGCATCCATTCGCTGTGCGTGCAG

GTGGCGCCTGCGGGTTCAAGAACGTCAACCTGCCGCCGTTCTCGTCCATGACGTC

GTGCGGCAACGAGCCCCTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCA

GGTACTCCTATATATATTATGACTTGGTCAGAGATACTATTTCCAGGACGGCACG

TTTGTGCTGTCGTCGTCTGCCCTCGTGGAAACGGAAATGGAGATTAGACTGAGAG

AAAAACTAGAATTAGGCACAGTTTTGCCGCACCCTCCATTTGCTGCTGACCTTTA

ATTTTCCAGATTCGATGCACTAACCACGCTGCGTGCTCCGGCAACCCGGAGACGG

TGATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAG

CGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAACGACGAGCTCCGCCA

CGCCGGCATCATCGACATCCAGTTCAAGAGGTCGGTAACACACGCAGCGCTTATT

TCATGGAATCACAGACCGACCAAATAATCTGTAGTAGGCCCTGCACGAACAGAA

TCATATCTTGACCGTCTAGCTACTACTTTGCCGTGGAGCCCTTGTACTTTTGCCCA

ACCAAGTTTGACGACAACGATCGGTTCAAGCAGATTCGCACAAATAGTAGTACTA

CTTCCACTTCACAATCAATTTGGCGTTTGTGCATCATGCCTGTTGATCACAAGTTA

AGCATAATCCAAATCCAAACGTATCACATGGCTAATGGCTTGTTCCTGCTGCAGG

GTGCCCTGCGACTACCCCGGGCAGAAGGTGACCTTCCACGTGGAGGAGGGCTCG

AACCCTGTCTACTTCGCGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGCTG

TGCAGGTGGACCTCATGGAGGCCAGCTCCGGGTCGTGGACGCCGATGCGCGAGT

CCTGGGGATCCATCTGGAGGCTGGACTCGAACCACCGGCTGCAGGCGCCCTTCTC

GCTGCGCATCACCAACGAGTCCGGCAAGCAGCTGGTGGCCAGCAACGTCATCCC

GGCCAACTGGGTGCCCAACACCTACTACCGCTCCATCGTCCAGTACTAGCAACCA

ATGGCGATCGTCTCTGCTGCTGCTGCTGGGCACGGCAATGGATACGATGGTTCGG

CATCATTATTGGCTCGATTAGCTTGGTACTGTATCGTTTACATGGGATTGATGTGC

CTTAGTTATTGATTAATTAGGTGGTGTTGTGTGCGTGAGTGTGCCGGAGATTTGAC

GACTGGGAAATGGAGGATGGAGGCAAAGTTTGCATGTGCTTTCCCGCCCATTGTC

AATGCTTGTACCAGTGTGATCAAGATTATAAATTATTAACAGTATTTTGAATGTTA

TATAGTATAAGTATACGCATGCTT 


