IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0100s0073

Gene Model: Kaladp0100s0073.1.p
Description: KIEXPA-23

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1

GENE STRUCTURE

KfEXPA-23
5

! 1 1 1 L
bp ETT 1000bp 15000p 2M00p

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

7 100 125 150 175 200 225 250 288
Lo —_——

Query seq.
Superfanilies PLNO0195

PLN00193 s:‘n:"';:m\ Y C "A'?l‘e”ien expansin-A; Provisional peserintion l"“-e;ﬁvo‘l E‘Q‘:ﬁ':-e'l 19
SEQUENCES

Peptide

>KfEXPA-23

MAFLTLVTAILCLLLASAHARIPGVYSGGAWQTAHATFYGGSDASGTMGGACGYGN
LYSQGYGVNTAALSTALFNSGQSCGSCFELKCANDPQWCHSGSPSIFITATNFCPPNF
AQPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKKGGIRFTINGFR
YFNLVLITNVAGAGDIVRASVKGSKTGWMSMSRNWGQNWQSNAVLVGQALSFRLT
GSDRRSSTSWNIVPAHWQFGQTFIGKNFRV*

CDS (coding sequence)
>KfEXPA-23

ATGGCATTCCTCACTCTGGTCACCGCCATTCTTTGCCTCCTCCTCGCCTCCGCCCA
CGCCCGCATCCCCGGCGTCTACTCCGGTGGCGCTTGGCAGACCGCCCACGCCACC
TTCTACGGCGGCAGCGATGCCTCTGGTACCATGGGAGGAGCTTGCGGGTATGGGA
ACCTGTACAGCCAGGGTTACGGAGTGAACACGGCGGCGCTAAGCACAGCGCTGT
TCAACAGCGGTCAGAGCTGCGGCTCCTGCTTTGAGCTCAAATGCGCCAACGATCC
ACAATGGTGCCACTCTGGCTCTCCATCCATTTTCATCACTGCCACTAACTTCTGTC
CGCCCAACTTCGCCCAACCCAGCGACAATGGCGGATGGTGCAACCCTCCCAGGCC
TCATTTCGATCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGTGCCGGGA
TCGTCCCCGTTTCCTACCGCCGCGTGCCATGCCGAAAGAAGGGGGGAATCAGATT
CACGATCAACGGCTTCCGCTACTTCAACTTAGTCCTAATCACCAACGTGGCCGGC
GCCGGAGATATCGTCAGGGCGAGCGTGAAGGGGTCCAAGACCGGGTGGATGAGC
ATGAGTCGAAACTGGGGTCAGAACTGGCAGTCAAACGCGGTACTGGTCGGTCAA
GCACTGTCATTCAGACTCACCGGCAGCGACCGCCGCTCCTCCACCTCGTGGAACA
TTGTGCCCGCTCACTGGCAGTTCGGGCAGACATTCATCGGAAAGAATTTTAGAGT
CTGA

Nucleotide
>SKfEXPA-23

CCAAAACTATGAAGTTTTCAAGTATTTTTTTCCTCTAAAATTCTCCCTTAAAAAAA
ATTATAATTCCATCCCACTCCAAAATCTCATCCTCGCTTCACTTTAATTTCACTAG
ACAGACACCATCTCCATCCATAAATACCCACACTTTCCCTCCATCAAACTTCCACA
CCAAGCTCAGACCTTTCCACACTCTGCACCTCCCCATTCTTCTCTTCAATGGCATT



CCTCACTCTGGTCACCGCCATTCTTTGCCTCCTCCTCGCCTCCGCCCACGCCCGCA
TCCCCGGCGTCTACTCCGGTGGCGCTTGGCAGACCGCCCACGCCACCTTCTACGG
CGGCAGCGATGCCTCTGGTACCATGGGTAAGTAACACTCACACATTTTATTGAAA
ATATAAATAAGGAGCCATGGGAGTGTCTATGTATGTACGTACGTGTATCACTTGG
GTTCAATCAACTGACCCATTCAATTGATTTATTAATTACAGGAGGAGCTTGCGGG
TATGGGAACCTGTACAGCCAGGGTTACGGAGTGAACACGGCGGCGCTAAGCACA
GCGCTGTTCAACAGCGGTCAGAGCTGCGGCTCCTGCTTTGAGCTCAAATGCGCCA
ACGATCCACAATGGTGCCACTCTGGCTCTCCATCCATTTTCATCACTGCCACTAAC
TTCTGTCCGCCCAACTTCGCCCAACCCAGCGACAATGGCGGATGGTGCAACCCTC
CCAGGCCTCATTTCGATCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGT
GCCGGGATCGTCCCCGTTTCCTACCGCCGGTATGTCCCTCTCTCCCTTCTCTTGTC
GCCTAGTAACTGCTTTATTTACATGTATTTAGGTTTAGGGGTATACAGTACGATGT
CGTTTGGTTCCAGCGCCGGCGACATTCCCCACTTCTGTAAAGTTAGGTGCAAGTG
CAAATGGTTATTTAAGAGTTTTATTGTTTTTTACTTACACCATTAGATAAAGTTCT
TAATTACACATCAATCCCATTACTTTACATTAATTTGTATTCGAGCACTTGTCTTT
ACCGAAAATTCAAAAAAGCAACCCCTAATGTATGTCTTGTCCTCGTGGTTGACGC
CAGCGTGCCATGCCGAAAGAAGGGGGGAATCAGATTCACGATCAACGGCTTCCG
CTACTTCAACTTAGTCCTAATCACCAACGTGGCCGGCGCCGGAGATATCGTCAGG
GCGAGCGTGAAGGGGTCCAAGACCGGGTGGATGAGCATGAGTCGAAACTGGGGT
CAGAACTGGCAGTCAAACGCGGTACTGGTCGGTCAAGCACTGTCATTCAGACTCA
CCGGCAGCGACCGCCGCTCCTCCACCTCGTGGAACATTGTGCCCGCTCACTGGCA
GTTCGGGCAGACATTCATCGGAAAGAATTTTAGAGTCTGAGAGACGAAAACAAC
ACCAACCTACAGCAAGTGAAGCATTTACAGAGCAATGTTGTGTTATTGAATAGTG
CTTTTAATTGGTTAGTGTAATTTAGGAAAGATTGGATCTTTTAGGTGTTGGGGGGG
ATGGAGATAGAAATGGTGATGTGGGTTTGGGTGGGTTTTTGTTGTTTATGTGAGG
GTAGAAAAAATTTCTGGAGTGGATTGAGTGTGTGTGGTGAGATGGAGATGGAGA
TGGAGATGGAGAGTAGTTTGTATTGTAAGCTGAAGTGGCTAGAAAAGTCTACCCG
CAGCTTTAAATTAATCATTATTAACAAACATACATATTGAATATGATTATATTTAT
ATTTACGATTTTGGTTCTTGTGCGATGTTTGGAATTGGATGTCGTGTTTGTGTTCAT
GTGATGTTGGATTTTTGAGTTTGTTTTGGATAAGAAATGGAGAAGGGGAATTGAT
GGTCTATGATATTCGGTAGAGGTGGTCAGAGTTTGATTTTTCTTGCTTTTTGAAAT
TTGTATAAAAAAGGAAGCTATTCAGTACTAATTGATGATCCATCAATTGCTCAAT
CAGCGGAAAGAAGTGCAGGCTGACGAGAAAGAAGTTCGCAGCCTTGGGAAAAAC
AAGGGGTGAGCGGAATCTAAGACTCTG






