
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake06g288900 

Gene Model: OsKitaake06g288900.1.p 

Description: OskEXLA-03 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXLA-03 

MDDNGDVHFCHRATAVVALLLLHLVVVANAAAHSCDWCTPRHSTVSILPTPTHAAH

LTGGACGFGAAPMELNVAAVTADLFRHGHACGACYQLRCRDRRLCGEDGVKVVV

ADMAKQPEQEGEMNRTAGGSLQFRITEDAFAAMAKQGVSAHELTRQRTLEVDFRRI

PCEYRESRRLAVRVEEASRNPTHLAIRFLYQGGQTDIAAVEIAQANATPPSSSYYSSW

RYMTRRDGAPGVWTTSRAPVGPLRLRVVVTAGSGGKWLRSDGEVLPADWRPGEVY

DTGLRVTDVAVRSCSLSCAIQDMDSDDGEEEELR* 

CDS (coding sequence) 

>OskEXLA-03 

ATGGACGACAACGGCGACGTCCATTTCTGCCACAGAGCCACCGCCGTCGTGGCGC

TGCTTCTTCTCCACCTTGTCGTCGTCGCCAACGCCGCCGCCCACTCCTGCGATTGG

TGCACCCCGCGCCACTCCACCGTCTCCATCCTCCCCACCCCCACGCACGCCGCCC

ATCTCACCGGTGGCGCCTGCGGGTTCGGTGCCGCACCAATGGAGCTCAACGTTGC

CGCCGTCACCGCCGACCTCTTCCGCCATGGCCATGCCTGCGGCGCCTGCTACCAG

TTAAGGTGCAGAGACCGGAGACTGTGCGGGGAGGACGGCGTCAAGGTCGTCGTC

GCCGACATGGCGAAGCAGCCGGAGCAGGAGGGGGAGATGAACCGGACAGCCGG

CGGCTCGCTGCAGTTTCGCATCACCGAGGACGCCTTCGCGGCCATGGCCAAGCAG

GGCGTCTCCGCTCACGAGCTCACGAGGCAGCGCACGCTAGAGGTGGACTTCAGG

AGGATACCTTGCGAGTACAGGGAGAGCAGGAGGTTGGCGGTGAGGGTGGAGGAG

GCGAGCAGGAACCCGACCCACCTCGCCATCCGCTTCCTGTACCAGGGCGGCCAGA

CCGACATCGCCGCCGTTGAGATCGCGCAGGCGAACGCTACACCGCCGTCGTCGTC

GTACTATTCGTCGTGGAGGTACATGACGCGGCGCGACGGCGCGCCGGGAGTCTG

GACGACGTCGCGCGCGCCGGTCGGCCCGCTGCGGCTCCGCGTCGTGGTGACGGCC

GGCTCCGGCGGGAAATGGCTGCGTAGCGACGGTGAGGTGCTTCCCGCCGACTGG

AGGCCCGGCGAGGTGTACGACACCGGCCTTCGGGTCACCGACGTCGCCGTGCGCT

CGTGCAGCCTCTCCTGTGCCATCCAGGACATGGACAGCGATGATGGAGAGGAGG

AAGAGCTCAGATGA 

 

 



Nucleotide 

>OskEXLA-03 

GGAGATCACGGGCAGCTTTAAGCTATACTACTAATATATGAGTAATTAACCACAT

ACTAGTAATATAGTATCAATTAAAGAATATGAAGTAGGGTAGTAGGAGCAGCAT

GATGAAATTGATGATGGATGATATGAATATGCATGTCCCCATCACACACGAGTGA

CTCTCACCATCCATTTCTCAAGCTCTCGATCTCCACCTCGCATTTGCCTCTTCGATA

AGCTATAGAGAGGCTATAATATATTGCAGCAGCAGCAGCAGTGGTGGTGGTGGTT

TTGGTAGTGGCTGGGAGTACATTTGATTTGAGCCATGGACGACAACGGCGACGTC

CATTTCTGCCACAGAGCCACCGCCGTCGTGGCGCTGCTTCTTCTCCACCTTGTCGT

CGTCGCCAACGCCGCCGCCCACTCCTGCGATTGGTGCACCCCGCGCCACTCCACC

GTCTCCATCCTCCCCACCCCCACGCACGCCGCCCATCTCACCGGCAAGTCATCAC

CTCAACTACCCACCCTACCTATGGAGTCGATCTACCTACGCATGCATAGTCCGATT

CATGCATTATCTAAGCGATCGAGGTTTTCGTGGATGCAGGTGGCGCCTGCGGGTT

CGGTGCCGCACCAATGGAGCTCAACGTTGCCGCCGTCACCGCCGACCTCTTCCGC

CATGGCCATGCCTGCGGCGCCTGCTACCAGGTAGTTAACCTACTCTGCTTTTCTTT

TTCAGTAATCCATTCCATTCACGCATCCTCAGAATCCGTCAAGGTAGCAAGCATG

AGGAGGCTGATCGATTCTGCTGCTGGTTAATTTGAGATGCAGTTAAGGTGCAGAG

ACCGGAGACTGTGCGGGGAGGACGGCGTCAAGGTCGTCGTCGCCGACATGGCGA

AGCAGCCGGAGCAGGAGGGGGAGATGAACCGGACAGCCGGCGGCTCGCTGCAGT

TTCGCATCACCGAGGACGCCTTCGCGGCCATGGCCAAGCAGGGCGTCTCCGCTCA

CGAGCTCACGAGGCAGCGCACGCTAGAGGTGGACTTCAGGAGGATACCTTGCGA

GTACAGGGAGAGCAGGAGGTTGGCGGTGAGGGTGGAGGAGGCGAGCAGGAACC

CGACCCACCTCGCCATCCGCTTCCTGTACCAGGGCGGCCAGACCGACATCGCCGC

CGTTGAGATCGCGCAGGCGAACGCTACACCGCCGTCGTCGTCGTACTATTCGTCG

TGGAGGTACATGACGCGGCGCGACGGCGCGCCGGGAGTCTGGACGACGTCGCGC

GCGCCGGTCGGCCCGCTGCGGCTCCGCGTCGTGGTGACGGCCGGCTCCGGCGGGA

AATGGCTGCGTAGCGACGGTGAGGTGCTTCCCGCCGACTGGAGGCCCGGCGAGG

TGTACGACACCGGCCTTCGGGTCACCGACGTCGCCGTGCGCTCGTGCAGCCTCTC

CTGTGCCATCCAGGACATGGACAGCGATGATGGAGAGGAGGAAGAGCTCAGATG

ACAATTCGATCGACGTGATGAAGAAGAAGGCGTCCTTATGCAGAGGCGTGGAGG

ATGGGATTAGTCGGCGGCGGCGGCGGCGAGAGGCTTGGTACGCCACTGCACCGG

CGACGCGGATGGGAGGCGGCAGAGAAGGAGGGAGTCAATACGCTTTGGAAGTTA

CAAAGCCAGGGGCTTTTATGTAAAAGTGAGAAACTGATAACCTCTCATCGCGGAC

CTGTGAAAAAATGTAGCCACCCATCGGTAGCGCAGCAAACTTGGACCTTCTTGGA

AAGGCAAATTTTGCCATTCGACATGGCCACTTCGTGATATTTTTTTTCTATAGGAT

ATAGTAGAAATCGATATTTTGGTAACACACTGTTAAAATGTGAATTTTTAGTGCT

AGACACTGTCCCTGCTATTTTGATATTTTCGACTGATAAGAGTAGAGAGAAAACT

TTAATAAAGTTCAAACACACTCCTCGCAACCTTGTATTCTTGTTTTCCCCTCTGCC

GCTCTCTCTCCCGCCTCCTGCGGCAGAAGGAGAACAACACAGCATTGCAGAGAG

ATTGATTGGTCCT 




