
IDENTIFICATION 

Species: Nicotiana tomentosiformis 

Locus: XP_033509441 

Gene Model: XP_033509441.1 

Description: NtmEXPB-04 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Nicotiana+tomentosiformis  

KEGG: https://www.genome.jp/entry/gn:T05025  

EXTERNAL RESOURCES 

- 

https://www.ncbi.nlm.nih.gov/genome/?term=Nicotiana+tomentosiformis
https://www.genome.jp/entry/gn:T05025


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>NtmEXPB-04 

MASMGVITSIIGLIFLVSLVEARIPGVYSGGSWQTAHATFYGGSDASGTMGGACGYG

NLYSQGYGVNTAALSTALFNNGLSCGACFEIKCTNDPNWKWCLPGSPSILITATNFCP

PNYAKPNDNGGWCNPPRSHFDLAMPMFLNIAQYRAGIVPVTYRRIPCRKRGGIRFTIN

GFRYFNLVLITNVAGAGDIIKVWVKGSKTNWISLSRNWGQNWQSNAVLTAQSLSFR

VKASDHRSSTSWNIVPSHWQFGQTFTGKNFKV 

CDS (coding sequence) 

>NtmEXPB-04 

AGAAGATATTTCATGATTTTCTTTCACGTCTGTTCTCTCTCTTCTCCCCTGCCTCCA

TAAGTACTAGTTCGCCTTCCCAATTTTCTTCACTCCCAACTTCAATTCCTCTCACAC

TAAGATATCCATTTTGGCTATCAAAAGAAATGGCTTCAATGGGAGTCATCACTTC

CATTATTGGTCTAATTTTCCTCGTTTCTCTTGTTGAAGCAAGAATCCCTGGTGTTTA

TTCTGGTGGTTCTTGGCAGACTGCTCATGCTACATTTTATGGTGGCAGTGATGCTT

CCGGAACTATGGGTGGTGCATGTGGTTACGGCAATTTGTACAGCCAAGGGTACGG

AGTGAACACTGCAGCGCTGAGCACAGCTTTGTTTAACAATGGGTTAAGTTGTGGA

GCTTGCTTTGAGATTAAATGCACTAATGATCCCAACTGGAAGTGGTGTCTCCCCG

GAAGCCCATCCATTTTAATCACTGCCACCAATTTCTGCCCACCAAACTACGCAAA

GCCCAACGACAATGGTGGATGGTGCAATCCTCCACGTTCTCACTTTGATCTTGCC

ATGCCTATGTTCCTCAACATCGCCCAGTACCGTGCTGGCATTGTTCCCGTTACTTA

TCGCCGGATACCATGCCGAAAGCGAGGAGGAATCAGATTCACAATCAATGGCTT

CCGTTACTTCAACTTGGTATTGATCACCAACGTGGCGGGTGCAGGAGACATAATA

AAGGTGTGGGTGAAAGGGTCAAAGACTAACTGGATTTCCCTGAGCCGCAACTGG

GGTCAAAATTGGCAATCAAACGCTGTCTTGACTGCTCAATCCCTCTCTTTCAGGGT

CAAAGCCAGTGACCATCGCTCTTCTACTTCATGGAATATTGTCCCTTCTCATTGGC

AATTTGGCCAAACTTTCACTGGAAAGAATTTCAAAGTCTAAAATTATTCACAATT

GAAGATTTGACTGGCTATTTTCCCTACTCTATTTTAAAAATTTTGCTCCCATTTTAT

TGTTCCAAAA 

Nucleotide 

>NtmEXPB-04 



AGCCACTTCAAGCTCTATTACAGATGGCCTTTCGCTTTCTCTTTAACCATCAACCA

TACTGCATACTACTGTTCCTTTTCCAATATTAGTCCAAAAAGCTGATACACAAGCA

CTCGGAAATCACTTAATTACACTATTAGTACTCGCCCCCCCCCCCCCCCCCCCCNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCCAAACACACACTATTTCC

TCACACACACTGAAGTATCTTTTTGATTTCACTCTATTCTTCCCCTCCATTCACTTT

TAAGAGGAAAAATATTTTGGAACAATAAAATGGGAGCAAAATTTTTAAAATAGA

GTAGGGAAAATAGCCAGTCAAATCTTCAATTGTGAATAATTTTAGACTTTGAAAT

TCTTTCCAGTGAAAGTTTGGCCAAATTGCCAATGAGAAGGGACAATATTCCATGA

AGTAGAAGAGCGATGGTCACTGGCTTTGACCCTGAAAGAGAGGGATTGAGCAGT

CAAGACAGCGTTTGATTGCCAATTTTGACCCCAGTTGCGGCTCAGGGAAATCCAG

TTAGTCTTTGACCCTTTCACCCACACCTTTATTATGTCTCCTGCACCCGCCACGTTG

GTGATCAATACCAAGTTGAAGTAACGGAAGCCATTGATTGTGAATCTGATTCCTC

CTCGCTTTCGGCATGGTATCCTATGAATTACAGAATAGTAAATACATTGTTAAGA

ATAATGGTAATAAACTTACTGTTAAGGTAAAGAATAGTGTACGGAGTTATTATCC

TAACGTGTTAAAACGCAAGGTCCCACTTATATGTGATAAAAGGTCAGAAGAACTC

AGAGGAAAAAATGGTAAGGCACATGGAGGTTCTTGAAAAAGTTTGCGCGTAGGT

ACAATATGTAAGATTTTGCATTCGTACAACACCAAAGTCAAAGTGAGTTATATTA

GGCAAAATTGCTTTTGGCCACTTAAAACTTTTAATGGTTTGTTAATCCGGTAAATT

AACTTAGAATTTTTTTTTGAACACCTAACTCAATAAAATGGATATTGATAAATACT

TCTGATCGTTGACTATGCTTACGTGGCATTGACATTGTCTATGTGGCAAAGGTGTG

TGCAAATCACGCTTAAAAGGCGTGTTTATAGAAAAAAATTGATTAAAAAATATTG

AAATAGAAATAATTATAAATAAAGTAACTAAAAGAATTTAAAAAAAAAAGCAAA

TATAACAAATCAAATTCGTCCCATCTCCCTCTTTCTCCATCCCCCAACCTCAATAC

CCTTCGTCCCTCTTTCCTCTCTGCTATGTCATTCCTCTATTCCTCTTCTTCCCGTCCC

CAATCTCTTCATTTTTTTTTCTTTTCCCCTTTCTTCTTGTCAAAAGGTGTTTCAGTTA

AAAAAAGAAAAAGAGTAGAAGGTGGAAGAAATAAATGTGTGTGAAGGATTGGC

TTTACAAGGAGAAGATGGGATGTTTAGTTCGAAGGATAGTTGGTCTATTAATGAA

TAAAGAAATTGATAATAGGATGAAACTGTACTGAGGAGATGGAGATGGGGATTG

ACGCCGATAACATTCTTTACTGCTCCGTTGCCGGACCAAATTACTTAGCGGCTAA

AAATGATGGAGCTGGCCGGTGAAAATGGTGGCTTTGCCGAGAATTAAAATCGGT

AAGTAAAATTGGTGATGACGAAGAAGGCACAAAAGGAGTAGTCTTTCTGTTACA

TTTAGGTTTGGCCATTTAGGCTTGATTTGCCAGTGTGTGGTGGTGCTGGTGCCGGA

GTTATGGTGGAGCAACAGTTGGGACATGACAGTGATAAAGAGAAAGAAAATAAT

AAATTAGAAATTTGATAAATTAGTAATAAAAACATAATACCCACAAACTACACGT

GCCGAAAAATAAAAAGTCATAGAGTGTGACTTGTCATTCTTGTCGGGGCAATTGA

AGCTCGCTCTGATGATGGATGTTGGATGTGTTTATTAATATTTATTTCATTGAGTT

GAGGGAATGAGAAAGTTCTAAATTTCTTTACTGGATTGACAAACGAGTGTAAATT

TAGGTGGCCAGGCCATTTTACCTTTATATTATACCATGGTCCACATGATAAATTTG

ATGTTGGTGGTGTGAACCCGTGATATTTTTCTTCTATTTTACGGGTTTTCAAGTTCC

TCAAATAAAATAGAAGAGAAAGTGGCAAAGGTGATGCTTTATAGCATCCCAAAT

CACCGCAACAGCTATGATAGAAGCAATTATTGAGGGTCGTTTGGTAGGATGGATA

ATCAAATATAATTTTAGGATAAAAATTTAATATCGCATTATTTTTTGTTTGGTTAC

TGGTCTTGGTATAAATTATACCAAAAAATAGTAACCAAATAATTTATACCTAACA



GATGGGGTGGAATAATAATCCCTAGATTAATTATTCTAGAATAAAATAGTAAAAT

TGACAATGTTAGAATTAATACAACAAAAATAATCTTAGTACAACTAATCTCATCA

TAACTTGTCTTCGGATCAAACACCTCTAATAGTACATGCTTAAAACATACTTGTAA

GTAACATTACGATAGTTTATATTTTAAGATTTTTTTTATCGAGATTGTCCAAAAAT

TAGTATGTATTGCAATAAAGAGGAAGGGGACATTACCGGCGATAAGTAACGGGA

ACAATGCCAGCACGGTACTGGGCGATGTTGAGGAACATAGGCATGGCAAGATCA

AAGTGAGAACGTGGAGGATTGCACCATCCACCATTGTCGTTGGGCTTTGCGTAGT

TTGGTGGGCAGAAATTGGTGGCAGTGATTAAAATGGATGGGCTTCCGGGGAGAC

ACCACTTCCAGTTGGGATCATTAGTGCATTTAATCTCAAAGCAAGCTCCACAACT

TAACCCATTGTTAAACAAAGCTGTGCTCAGCGCTGCAGTGTTCACTCCGTACCCTT

GGCTGTACAAATTGCCGTAACCACATGCACCACCTGCATTATATAACCAAAACAA

AATCATAGAGGGAAATTAAAATAAATATGGACATGGATTTAATTTGTACCCATAG

TTCCGGAAGCATCACTGCCACCATAAAATGTAGCATGAGCAGTCTGCCAAGAACC

ACCAGAATAAACACCAGGGATTCTTGCTTCAACAAGAGAAACGAGGAAAATTAG

ACCAATAATGGAAGTGATGACTCCCATTGAAGCCATTTCTTTTGATAGCCAAAAT

GGATATCTTAGTGTGAGAGGAATTGAAGTTGGGAGTGAAGAAAATTGGGAAGGC

GAACTAGTACTTATGGAGGCAGGGGAGAAGAGAGAGAACAGACGTGAAAGAAA

ATCATGAAATATCTTCTCCTTAATTATGCCTATAGGCCCTATACCCTATTTGGTCC

TCCTTAATCAAGGGAGATATTGGCGGAAAGTAAACAATACCAAAATTCAACCTCT

ACGGTAAACGGAAAACATTTTTTTTTGACGTAATTGCCATCAATCTCTTAGCATTT

GATAGTCATGGCTTTGCGGGCAATGTGGGAAATTCATGGCGTGAGAATATATATT

TTTTAATTTGATTGGAATATATCAGGTTAAAAAGGAAAAGATATGTGGGTCCACA

GTACCATAAGGTCTTGGATGAAACAGTTATTGCCACTTTGCTTTAATTGCAAGTTG

TGCCATCAACACTCCCTCTTTCCAAAGATTTCCATAAATTCCTTCCGATTTTTCCAT

TCCCACTTCTGTCTTTCTTTTTTTATGGAATTTGCACTAGCTGAGCAACTATTACTT

AATTCCCATCCTTCTTTTTAAGATTCCCGTCATTGTCCGATATTAAAAGCTTAGAG

AATGTAATATTACA 


