IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.06G187200

Gene Model: SbRi0.06G187200.1.p
Description: SbrEXPB-33

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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DOMAIN ARCHITECTURE

125 150

Query seq. oY

bin
specific hits o wmmex Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 56-179 1.13e-7T1
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and Plil from Lolium perenne. 190-267 2.99e-30

>SbrEXPB-33

MATPVTFRDGVFAVLPILTLLVSPISCYENPRSVSLRNRTTTSRYTSTPARAADRWY'S
GGATWYGSPYGAGSDGGACGYQGTVSQRPFSSMIAAGGPSLFKNGNGCGACYQIKC
AGNKACSVRPVTVTITDSCPGGVCLARTAHFDMSGTAFGAMANRGMADRLRAAGIL
KIQYKRVSCNYNNGAMGGIAFKVDRGSNPFYLAVLIQYLNGDGDLAAVHIMQQGGA
WTPMQHSWGAMWRANSNTGKPLRAPFSVRLISGSGKVLVVRNAIPAGWRAGMTY
WSTVNYAT*

CDS (coding sequence)
>SbhrEXPB-33

ATGGCTACTCCAGTGACATTCCGAGATGGCGTATTCGCGGTGCTGCCAATCCTGA
CACTTCTTGTAAGCCCCATTTCCTGCTATGAGAATCCGAGGTCCGTGTCTCTTAGG
AATCGCACTACCACCAGCCGGTACACCTCAACGCCGGCCAGAGCCGCCGATCGAT
GGTACTCGGGCGGCGCGACGTGGTATGGGAGCCCTTACGGCGCCGGCAGCGACG
GCGGTGCGTGCGGCTATCAAGGTACCGTCAGCCAGCGCCCGTTCTCGTCGATGAT
CGCCGCCGGCGGTCCTTCACTTTTCAAGAACGGCAATGGCTGCGGCGCATGCTAT
CAGATCAAGTGCGCCGGCAACAAAGCCTGTTCCGTTCGGCCAGTGACTGTTACCA
TCACCGACTCCTGCCCTGGTGGCGTCTGCCTCGCCAGGACGGCGCACTTTGACAT
GAGCGGCACTGCCTTCGGCGCCATGGCCAACCGCGGCATGGCCGACCGLCTCCGC
GCCGCCGGAATCCTCAAGATCCAATACAAGAGGGTGTCGTGCAACTACAATAAT
GGCGCCATGGGAGGAATTGCCTTCAAGGTGGACCGGGGCTCCAACCCGTTCTACC
TCGCCGTGCTGATCCAGTACCTGAACGGCGACGGTGACCTCGCCGCGGTGCACAT
CATGCAGCAGGGCGGCGCGTGGACGCCGATGCAGCACTCGTGGGGCGCCATGTG
GCGCGCCAACTCCAACACCGGCAAGCCGCTGCGCGCCCCGTTCTCGGTCCGACTC
ATCTCCGGCTCCGGCAAGGTGCTCGTCGTCAGGAACGCCATCCCCGCCGGTTGGC
GCGCCGGTATGACATACTGGTCAACGGTGAACTACGCCACCTAA



Nucleotide
>ShrEXPB-33

ATAAGTCATCAATAGCAAGAGTCTAGCTCAACTAAAGACGACTATCGATACGTAC
AATTAGCTATAGGAGGACGTCGACGGTGTCGCCCCCTCCACAGGAGAGATAGAT
AATCAATGGCTACTCCAGTGACATTCCGAGATGGCGTATTCGCGGTGCTGCCAAT
CCTGACACTTCTTGTAAGCCCCATTTCCTGCTATGAGAATCCGAGGTCCGTGTCTC
TTAGGAATCGCACTACCACCAGCCGGTACACCTCAACGCCGGCCAGAGCCGCCG
ATCGATGGTACTCGGGCGGCGCGACGTGGTATGGGAGCCCTTACGGCGCCGGCA
GCGACGGTAACTATATATACATAGTACTCAATTTGATCACTATATATATGTAATG
CCGTGAAGCGTAGCAGTACTGGAGTAGAAGAAATCGTATTAAAGAAGCTTAATC
CTGCAATGCAACTGTAATGGTATATAGTATTCTCTGATGATCTCGTTGCATGCAGG
CGGTGCGTGCGGCTATCAAGGTACCGTCAGCCAGCGCCCGTTCTCGTCGATGATC
GCCGCCGGCGGTCCTTCACTTTTCAAGAACGGCAATGGCTGCGGCGCATGCTATC
AGGTTAGTCGTACTTGTGACTTGCGAAGTGTTGTGTGTACGTGCATTATTCGTCTT
ATAAACACTGATACAAGTGTTGTGTGTACTGCTGTACGAATACGAAGATCAAGTG
CGCCGGCAACAAAGCCTGTTCCGTTCGGCCAGTGACTGTTACCATCACCGACTCC
TGCCCTGGTGGCGTCTGCCTCGCCAGGACGGCGCACTTTGACATGAGCGGCACTG
CCTTCGGCGCCATGGCCAACCGCGGCATGGCCGACCGCCTCCGCGCCGCCGGAAT
CCTCAAGATCCAATACAAGAGGTGCTGCTGAGTTTGAAGTTTGAACTGGCCATGC
ATTCTAGTGAAATTAAGGTATGCACGCATGTCGGCGTGTGACGAAGCTCTCTACT
TTCAACTAATTTTGCAGGGTGTCGTGCAACTACAATAATGGCGCCATGGGAGGAA
TTGCCTTCAAGGTGGACCGGGGCTCCAACCCGTTCTACCTCGCCGTGCTGATCCA
GTACCTGAACGGCGACGGTGACCTCGCCGCGGTGCACATCATGCAGCAGGGCGG
CGCGTGGACGCCGATGCAGCACTCGTGGGGCGCCATGTGGCGCGCCAACTCCAA
CACCGGCAAGCCGCTGCGCGCCCCGTTCTCGGTCCGACTCATCTCCGGLTCCGGC
AAGGTGCTCGTCGTCAGGAACGCCATCCCCGCCGGTTGGCGCGCCGGTATGACAT
ACTGGTCAACGGTGAACTACGCCACCTAATAATAAGCCATTGGTGTAGAGGGATT
AGGTTAATGCTGCGGCAATTGTCAAAGGCTCAAAGCAATTGGTCACGCGAGCCG
GCTTGTAATTCCAGACATTGTAAATTTTCTCCCCCCCTGTAGGCGCCTAGCCGGTA
TATATATATGGTCATTTGCACTTCTCAGTCGTTGGTGCAGTGCCGTCTTGGAGACA
TCAAGCACTGTTTGGTGACTGACTATAATTCGCCGACTTCTCAGTCGTTGGTGCAG
TGCCGTC





