
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G414000 

Gene Model: PhHAL.9G414000.1.p 

Description: PhhEXLA-03 

Family: Expansin Like Alpha  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXLA-03 

MRSAAPLSLVLLLAFVAVPSPARGCDRCVRRSKATYQASSLALNAGSCGYGPLAASF

NGGFLAAAGPEFYRGGVGCGACFQVRCGDSELCSAAGAKVVVTDQARTSNRTGLV

LSGAAYAAMARAGMAARLRAQRVVDVEYKRIPCEYANRNLSIRVEGKSRPPSELSIR

FLYQGGQTDIVAVDVATVGSSNWRFMTREHGPAWSTAQAPAGPLQLRLVVTGGYD

GKWVWAESEVLPRRWEAGRVYDAGVQVADVAQEGCYPCDTHEWQ* 

CDS (coding sequence) 

>PhhEXLA-03 

ATGAGGAGCGCCGCGCCCCTGTCCCTCGTCTTGCTCCTGGCCTTCGTCGCGGTCCC

GTCCCCGGCTCGCGGCTGCGACCGCTGCGTGCGCCGCTCCAAGGCCACCTACCAG

GCCTCCTCGCTCGCCCTCAACGCCGGTTCGTGCGGGTACGGCCCCCTGGCCGCGT

CCTTCAACGGCGGCTTCCTCGCCGCGGCGGGCCCCGAGTTCTACAGGGGCGGCGT

CGGCTGCGGCGCCTGCTTCCAGGTGAGGTGCGGGGACAGCGAGCTGTGCAGCGC

CGCCGGCGCCAAGGTGGTGGTGACGGACCAGGCGCGGACCTCGAACCGCACGGG

CCTGGTGCTGAGCGGCGCGGCGTACGCGGCCATGGCCCGCGCCGGCATGGCAGC

GCGGCTCAGGGCGCAGCGCGTCGTGGACGTCGAGTACAAGAGGATCCCGTGCGA

GTACGCGAACCGCAACCTGTCGATCCGCGTGGAGGGGAAGAGCCGGCCGCCGAG

CGAGCTGTCCATCAGGTTCCTGTACCAGGGCGGCCAGACCGACATCGTCGCCGTT

GACGTCGCCACGGTCGGGTCGTCGAACTGGCGGTTTATGACGCGGGAGCACGGTC

CGGCGTGGAGCACGGCGCAGGCGCCGGCGGGGCCGCTGCAGCTCCGGCTGGTGG

TCACCGGCGGGTACGACGGCAAGTGGGTGTGGGCGGAGTCGGAGGTGCTGCCGC

GGCGGTGGGAGGCCGGCCGCGTCTACGACGCCGGGGTGCAGGTCGCCGACGTCG

CGCAGGAAGGGTGCTACCCCTGCGACACGCACGAGTGGCAGTGA 

Nucleotide 

>PhhEXLA-03 

CCAATCCCCCAGTTCAGTTCTGTGTGTTCTGTTCTGTTCTCCCTAGCGAAACCAAT

TCGAGCCTTCTCGTCTTCGACCTCGAGAGCTCGGTCCGTGGCCGTCGCCATGAGG

AGCGCCGCGCCCCTGTCCCTCGTCTTGCTCCTGGCCTTCGTCGCGGTCCCGTCCCC

GGCTCGCGGCTGCGACCGCTGCGTGCGCCGCTCCAAGGCCACCTACCAGGCCTCC



TCGCTCGCCCTCAACGGTAACCAGCCGGCTCCGCGTCTCGATTGAGGGTTCATCT

GTTTGTCGCTTGCAATTGATGGTTTTGTTCCTGAATCGCGCAGCCGGTTCGTGCGG

GTACGGCCCCCTGGCCGCGTCCTTCAACGGCGGCTTCCTCGCCGCGGCGGGCCCC

GAGTTCTACAGGGGCGGCGTCGGCTGCGGCGCCTGCTTCCAGGTAGGCTCCTTCT

TCCCCCAAATTCCTCAGTTTTTCAGTCGAAGAATTTGGACTGAGCGAGGATCGCC

CATTGCAGGTGAGGTGCGGGGACAGCGAGCTGTGCAGCGCCGCCGGCGCCAAGG

TGGTGGTGACGGACCAGGCGCGGACCTCGAACCGCACGGGCCTGGTGCTGAGCG

GCGCGGCGTACGCGGCCATGGCCCGCGCCGGCATGGCAGCGCGGCTCAGGGCGC

AGCGCGTCGTGGACGTCGAGTACAAGAGGTAGGTGCCCGCCTGCCGCCCGGCCC

CTTGTCGCCGCCCGCAAGTACGGCGTGTCGGCGTCGGTAGTGTGCGTCATCTCAG

CTCCGCTCGCACGTGCCGATGATGCAGAGAACAGCTGAGTTTGTTTCACCCCCGG

GATTGGGAGAAGAATTAACACCTGAATTCTTGTGGGGGCAGGATCCCGTGCGAGT

ACGCGAACCGCAACCTGTCGATCCGCGTGGAGGGGAAGAGCCGGCCGCCGAGCG

AGCTGTCCATCAGGTTCCTGTACCAGGGCGGCCAGACCGACATCGTCGCCGTTGA

CGTCGCCACGGTAAGCAGCAATTCCCCCGGCCGCTCCAAACAAAGATTGGGAGCT

GAGGTCAGCCAAGCAACGCTCCAATTCACGGGCGGTTGATTGACGTGGTTGCCGG

TGTGGTTTTGTTTTGTCGGCACGCAGGTCGGGTCGTCGAACTGGCGGTTTATGACG

CGGGAGCACGGTCCGGCGTGGAGCACGGCGCAGGCGCCGGCGGGGCCGCTGCAG

CTCCGGCTGGTGGTCACCGGCGGGTACGACGGCAAGTGGGTGTGGGCGGAGTCG

GAGGTGCTGCCGCGGCGGTGGGAGGCCGGCCGCGTCTACGACGCCGGGGTGCAG

GTCGCCGACGTCGCGCAGGAAGGGTGCTACCCCTGCGACACGCACGAGTGGCAG

TGACGCGCGCGCGCACAGCCTGGATTGTAAAACTGTACAGCCCTTGTTTTTTGCCT

TTTCCTGTCTTTTTCTTGACCGTCCATTTTTCGACGGATGGACGGATGGATGAAAT

TACGAAATGATGAATCCGATCGGAGAGAGTCAAACGTGCCGTTGCAACTTGGGTT

CGGCCTTCCTGTTCCCCCACTTCTAGCTGTGCCGCGGAGTTGGAGCGCACGATGT

GGCGTGCGTAGTGTGCTGCGTGCATGATGGCCTTGGTCGTCAACGACGAGCGCTT

CCACTTGCCGGCGGTCAGGGCCACTCGTTCCGAGCGGGCACGGGCGGGTGCCGTC

GTCACGACGGGGGAGGTGAGGTCACGCGGACGTAGCTGAGCCGGAGAGAAATGC

TCGGCAGATGCGGCCAGCGTGCCGCTAGCATTTCTACACCGAGCAACGGCTCCCT

TGTGCGGGCAGGCATCTGCGATGCTGCCCGGCCGGTGAGATCATGCGGTTGTTGA

GCCGAGTCTACTACGACGTGTGGCCGGCGCTGGAGCTGGAGCTGGAACTGGAAC

AGAGTGGCCGGCATTTTCGAACTTTGCGGCTGCAGCATGTATGCTAAACGGGCGG

ATTAGGTGGGCGTTCGGTGGTTTGAAACGGTGCAGCCGAGATATTCTTTCTTATTT

TTTGACATGAGGCTTAAGGCTCCCGATGCACCTTTTTGGTTTCTTCCTGCTGGAGC

GTTATGCTCGGAGAAACACGGTTGGTGTTTGATACCAGAGTCCATGGCAGAGCAG

CTACGGCAGAGCGCGGGTGGTGTGTGCCTCACTCTTCGTCGCGAGCACACGATGG

CATGCGCCGCCTGCTCCGTACGGAAACGTTCGGCAGGTCCAACGAGAGCGCTTCG

ACGTCTTCGGCACTGGCTACCGAGCAAAGGCTCGAGAGTTTGTGATCCCGTGGTT

GGGCCGGTGGAATCATCTGTTCCTCTTGTTCAGTCTTTTTTTTTTCCGTCCAAGCA

GAGTAGCCGGCATTTGGAA 




