
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake10g187200 

Gene Model: OsKitaake10g187200.1.p 

Description: OskEXPB-20 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPB-20 

MAARMGSKVAAILAILSVLVVHGSCKGHPVNYNVSDASAYGSGWLPARATWYGAP

TGAGPDDNGGACGFKNVNQYPFSSMTSCGNEPIFKDGKGCGSCYQIRCNKDPSCSGN

IETVIITDMNYYPVARYHFDLSGTAFGAMAKPGLNDKLRHSGIIDIQFRRVPCNYPGL

KINFHVEEGSNPVYFAVLVEYEDLDGDVVQVDLMESKSAYGGATGVWTPMRESWG

SIWRLDSNHRLQAPFSLRIRSDSGKTLVANNVIPANWSPNSNYRSIVQFS* 

CDS (coding sequence) 

>OskEXPB-20 

ATGGCAGCCAGAATGGGCAGCAAGGTCGCTGCAATCCTCGCGATTCTGTCCGTGC

TCGTGGTGCATGGCTCTTGCAAGGGGCATCCTGTGAACTACAACGTCTCCGACGC

CTCCGCCTACGGCTCCGGCTGGCTCCCTGCCCGGGCAACCTGGTATGGCGCTCCC

ACCGGCGCCGGCCCTGACGACAACGGCGGCGCTTGCGGGTTCAAGAACGTGAAC

CAGTACCCATTCTCGTCCATGACCTCCTGCGGCAACGAGCCCATCTTCAAGGACG

GCAAGGGCTGCGGCTCATGCTACCAGATCAGGTGCAACAAGGACCCGTCGTGCTC

GGGCAACATCGAGACGGTGATCATCACCGACATGAACTACTACCCCGTGGCCAG

GTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCGGGGCTC

AACGACAAGCTCCGCCACTCGGGCATCATCGACATCCAGTTCAGGCGCGTCCCCT

GCAACTACCCGGGCCTCAAGATCAACTTCCACGTCGAGGAGGGCTCCAACCCGGT

GTACTTCGCCGTGCTCGTCGAGTACGAGGACCTCGACGGCGACGTCGTGCAGGTC

GACCTCATGGAGTCCAAGTCGGCGTACGGCGGCGCCACCGGCGTCTGGACGCCG

ATGAGGGAGTCGTGGGGCTCCATCTGGCGCCTCGACTCCAACCACCGCCTCCAGG

CGCCCTTCTCCCTCCGCATCCGCAGCGACTCCGGCAAGACGCTCGTCGCCAACAA

CGTCATCCCGGCGAACTGGTCCCCCAACTCCAACTACCGCTCCATCGTCCAGTTC

AGCTAG 

Nucleotide 

>OskEXPB-20 

ACACAGCTAGCTCTCTCTCTACCACGCCGGCCGGTGGCCACGTCGGGTGCAACGA

CCCCTTGATGCCGCCGTGTTGCTCGTCCATTACATTTGGTTCCCTTCCCCTCTCGTT

TTGCCCTGCCTATAAATACACCGGCAATGGCCTCCGATTCCAACCATCAAACCAC



ACACCAGACAATACTTACTACCACTACTACTGCTGCTGCTGCCAGTTCTAGCTAG

CCTACTGCTCTTCTCCGAGCTGAAGATTTTTCGAGCTAGCTAGGATGGCAGCCAG

AATGGGCAGCAAGGTCGCTGCAATCCTCGCGATTCTGTCCGTGCTCGTGGTGCAT

GGCTCTTGCAAGGGGCATCCTGTGAACTACAACGTCTCCGACGCCTCCGCCTACG

GCTCCGGCTGGCTCCCTGCCCGGGCAACCTGGTATGGCGCTCCCACCGGCGCCGG

CCCTGACGACAACGGTGCGCATTTTGCAGCTACTGATGATGCTTGTGGTGCTCAT

CTGTGCTTTTGCTTGGTCTCTGAACTGACGCATTGGCATTATTTGGTCGGTTTTAA

TTTGCAGGCGGCGCTTGCGGGTTCAAGAACGTGAACCAGTACCCATTCTCGTCCA

TGACCTCCTGCGGCAACGAGCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATG

CTACCAGGTACGAAAAAACTAGTCAAATTACTTCACCATGGCACCAATTTTGCAA

TTAGCAATCATTTGATTTGATTGGTCAGGACGTACTACTACTACATTTTTCTATAG

CATGCATGTAGGAGTAACATGCAGTGCGGCACATTTTGTTGACCATTTGTTTGACT

TGGTTGTTACAGATCAGGTGCAACAAGGACCCGTCGTGCTCGGGCAACATCGAGA

CGGTGATCATCACCGACATGAACTACTACCCCGTGGCCAGGTACCACTTCGACCT

GAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCGGGGCTCAACGACAAGCTCCG

CCACTCGGGCATCATCGACATCCAGTTCAGGCGCGTCCCCTGCAACTACCCGGGC

CTCAAGATCAACTTCCACGTCGAGGAGGGCTCCAACCCGGTGTACTTCGCCGTGC

TCGTCGAGTACGAGGACCTCGACGGCGACGTCGTGCAGGTCGACCTCATGGAGTC

CAAGTCGGCGTACGGCGGCGCCACCGGCGTCTGGACGCCGATGAGGGAGTCGTG

GGGCTCCATCTGGCGCCTCGACTCCAACCACCGCCTCCAGGCGCCCTTCTCCCTCC

GCATCCGCAGCGACTCCGGCAAGACGCTCGTCGCCAACAACGTCATCCCGGCGA

ACTGGTCCCCCAACTCCAACTACCGCTCCATCGTCCAGTTCAGCTAGATCAATCAT

CCACTGCTGATCGAATATGGAATCATATTGGCTCGCGATCGATCGATCGATCGAT

TAGTTTATTCTCTACTACTGCTGCTGCAAAATTTGCGTGGGATTGAGGTGTTTTTT

TTTATTAGGCGAGGCCTCATGTGCTGTCTGGTCTAGTGTGTGAAGTGGTGAAGTG

ATGCATGTGTGGGAAAATGGAGGAGGGGCACAGTAATACAGTATGTGCATGTGC

TCTCCCGCCCACTGTCACTGTACTACCCAGTGCTTTGTAACCAAATCTTAAGGCTA

CAGAATTATAAATACAATGCTTAAGTTAATTACCTAATCA 




