IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake10g187200

Gene Model: OsKitaake10g187200.1.p
Description: OskEXPB-20

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326

GENE STRUCTURE

DskEXPB-20
5

| 1 1 1 1 1 1 1 1
by 2y 4ibp Gbp HiKbp 100 1 3006p 140000 1600p

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE
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Query seq.

Specific hits

| Pollen_allerg 1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Bet: 44-165 7.56e-85
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol Pl, Pll and Plil from Lolium perenne 173-255 359e-29

>0skEXPB-20

MAARMGSKVAAILAILSVLVVHGSCKGHPVYNYNVSDASAYGSGWLPARATWYGAP
TGAGPDDNGGACGFKNVNQYPFSSMTSCGNEPIFKDGKGCGSCYQIRCNKDPSCSGN
IETVIITDMNYYPVARYHFDLSGTAFGAMAKPGLNDKLRHSGIIDIQFRRVPCNYPGL
KINFHVEEGSNPVYFAVLVEYEDLDGDVVQVDLMESKSAYGGATGVWTPMRESWG
SIWRLDSNHRLQAPFSLRIRSDSGKTLVANNVIPANWSPNSNYRSIVQFS*

CDS (coding sequence)
>0OskEXPB-20

ATGGCAGCCAGAATGGGCAGCAAGGTCGCTGCAATCCTCGCGATTCTGTCCGTGC
TCGTGGTGCATGGCTCTTGCAAGGGGCATCCTGTGAACTACAACGTCTCCGACGC
CTCCGCCTACGGCTCCGGCTGGCTCCCTGCCCGGGCAACCTGGTATGGLCGLTCCC
ACCGGCGCCGGCCCTGACGACAACGGCGGCGCTTGCGGGTTCAAGAACGTGAAC
CAGTACCCATTCTCGTCCATGACCTCCTGCGGCAACGAGCCCATCTTCAAGGACG
GCAAGGGCTGCGGCTCATGCTACCAGATCAGGTGCAACAAGGACCCGTCGTGCTC
GGGCAACATCGAGACGGTGATCATCACCGACATGAACTACTACCCCGTGGCCAG
GTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCGGGGLTC
AACGACAAGCTCCGCCACTCGGGCATCATCGACATCCAGTTCAGGCGCGTCCCCT
GCAACTACCCGGGCCTCAAGATCAACTTCCACGTCGAGGAGGGCTCCAACCCGGT
GTACTTCGCCGTGCTCGTCGAGTACGAGGACCTCGACGGCGACGTCGTGCAGGTC
GACCTCATGGAGTCCAAGTCGGCGTACGGCGGCGCCACCGGCGTCTGGACGCCG
ATGAGGGAGTCGTGGGGCTCCATCTGGCGCCTCGACTCCAACCACCGCCTCCAGG
CGCCCTTCTCCCTCCGCATCCGCAGCGACTCCGGCAAGACGCTCGTCGCCAACAA
CGTCATCCCGGCGAACTGGTCCCCCAACTCCAACTACCGCTCCATCGTCCAGTTC
AGCTAG

Nucleotide
>0OskEXPB-20

ACACAGCTAGCTCTCTCTCTACCACGCCGGCCGGTGGCCACGTCGGGTGCAACGA
CCCCTTGATGCCGCCGTGTTGCTCGTCCATTACATTTGGTTCCCTTCCCCTCTCGTT
TTGCCCTGCCTATAAATACACCGGCAATGGCCTCCGATTCCAACCATCAAACCAC



ACACCAGACAATACTTACTACCACTACTACTGCTGCTGCTGCCAGTTCTAGCTAG
CCTACTGCTCTTCTCCGAGCTGAAGATTTTTCGAGCTAGCTAGGATGGCAGCCAG
AATGGGCAGCAAGGTCGCTGCAATCCTCGCGATTCTGTCCGTGCTCGTGGTGCAT
GGCTCTTGCAAGGGGCATCCTGTGAACTACAACGTCTCCGACGCCTCCGCCTACG
GCTCCGGCTGGCTCCCTGCCCGGGCAACCTGGTATGGCGCTCCCACCGGCGLCCGG
CCCTGACGACAACGGTGCGCATTTTGCAGCTACTGATGATGCTTGTGGTGCTCAT
CTGTGCTTTTGCTTGGTCTCTGAACTGACGCATTGGCATTATTTGGTCGGTTTTAA
TTTGCAGGCGGCGCTTGCGGGTTCAAGAACGTGAACCAGTACCCATTCTCGTCCA
TGACCTCCTGCGGCAACGAGCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATG
CTACCAGGTACGAAAAAACTAGTCAAATTACTTCACCATGGCACCAATTTTGCAA
TTAGCAATCATTTGATTTGATTGGTCAGGACGTACTACTACTACATTTTTCTATAG
CATGCATGTAGGAGTAACATGCAGTGCGGCACATTTTGTTGACCATTTGTTTGACT
TGGTTGTTACAGATCAGGTGCAACAAGGACCCGTCGTGCTCGGGCAACATCGAGA
CGGTGATCATCACCGACATGAACTACTACCCCGTGGCCAGGTACCACTTCGACCT
GAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCGGGGCTCAACGACAAGCTCCG
CCACTCGGGCATCATCGACATCCAGTTCAGGCGCGTCCCCTGCAACTACCCGGGC
CTCAAGATCAACTTCCACGTCGAGGAGGGCTCCAACCCGGTGTACTTCGCCGTGC
TCGTCGAGTACGAGGACCTCGACGGCGACGTCGTGCAGGTCGACCTCATGGAGTC
CAAGTCGGCGTACGGCGGCGCCACCGGCGTCTGGACGCCGATGAGGGAGTCGTG
GGGCTCCATCTGGCGCCTCGACTCCAACCACCGCCTCCAGGLCGCCCTTCTCCCTCC
GCATCCGCAGCGACTCCGGCAAGACGCTCGTCGCCAACAACGTCATCCCGGCGA
ACTGGTCCCCCAACTCCAACTACCGCTCCATCGTCCAGTTCAGCTAGATCAATCAT
CCACTGCTGATCGAATATGGAATCATATTGGCTCGCGATCGATCGATCGATCGAT
TAGTTTATTCTCTACTACTGCTGCTGCAAAATTTGCGTGGGATTGAGGTGTTTTTT
TTTATTAGGCGAGGCCTCATGTGCTGTCTGGTCTAGTGTGTGAAGTGGTGAAGTG
ATGCATGTGTGGGAAAATGGAGGAGGGGCACAGTAATACAGTATGTGCATGTGC
TCTCCCGCCCACTGTCACTGTACTACCCAGTGCTTTGTAACCAAATCTTAAGGCTA
CAGAATTATAAATACAATGCTTAAGTTAATTACCTAATCA





