
IDENTIFICATION 

Species: Arachis ipaensis 

Locus: XP_016194296 

Gene Model: XP_016194296.1 

Description: AipEXPA-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/35711?genome_assembly_id=315604  

KEGG: https://www.genome.jp/entry/T04301  

EXTERNAL RESOURCES 

https://peanutbase.org/organism/Arachis/ipaensis  
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AipEXPA-11 

MALLGIFLVVAYFSVVSQHVIGYGNWINAHATFYGGSDASGTMGGACGYGNLYSSG

YGTNTAALSTALFNNGLTCGACYEIKCANDPQWCLPGSIVVTATNFCPPGGWCDPPN

HHFDLSQPIFQHIAQYKAGIVPVVYRRVRCRRRGGIRFTINGHSYFNLVLVTNVGGAG

DVHGVAIKGSRTRWQSMSRNWGQNWQSNSYLNGQSLSFIVTTSNGHKVLSYNVAPP

NWSFGQTYTGRQFNY 

CDS (coding sequence) 

>AipEXPA-11 

GTGTCAGTTTTTGGATGTTGACTGAGCTCTATTTATTCCCTCACCAATCCCCTCCCT

TTCCCATTTCCTCAAACAACTCTTTTCTAAGGAGGAAAATAAAGTAACAACAAAC

ATGGCTCTTCTTGGAATCTTTCTTGTGGTGGCATATTTTTCTGTGGTCTCACAACAT

GTCATTGGATATGGAAATTGGATCAATGCTCATGCCACTTTCTATGGTGGAAGTG

ATGCTTCTGGAACAATGGGGGGTGCTTGTGGATATGGAAACCTGTATAGCAGTGG

ATATGGGACAAACACAGCAGCACTAAGCACAGCACTATTCAACAATGGATTAAC

ATGTGGAGCATGCTATGAAATAAAGTGTGCGAATGACCCACAATGGTGTCTTCCA

GGCTCCATTGTAGTAACTGCCACTAATTTCTGTCCTCCTGGTGGATGGTGTGACCC

TCCAAATCACCATTTTGATCTCTCTCAACCTATTTTCCAGCACATTGCACAATATA

AAGCTGGAATTGTGCCTGTAGTTTATAGAAGGGTAAGGTGCAGGAGAAGGGGTG

GAATAAGGTTCACCATCAATGGACACTCATACTTCAATTTGGTGCTAGTGACAAA

TGTTGGAGGTGCAGGTGATGTGCATGGTGTGGCCATTAAAGGCTCAAGAACAAG

ATGGCAATCCATGTCAAGGAACTGGGGGCAAAATTGGCAAAGCAACTCATACCT

CAATGGCCAAAGTCTTTCTTTTATAGTCACCACAAGTAATGGACACAAGGTCTTG

TCTTATAATGTTGCCCCACCTAATTGGTCCTTTGGACAGACCTACACTGGAAGGC

AATTCAACTACTAACCAATTAAATTAATAAGTTACCCTTAAATTAATTGATAATAT

TATTTTTCAATAATTTTCAGTAATATTTCTCTATTTTAAAATATCTGTTTTTTCTAA

TATTTCGATATGTCCATATATTTGACATATATATATGGATGTGTCGAATTTCTAAA

GTTGACAGATATTTTAATTAAAAAAAAAAATTTATTAGTATCCTTGGATTATAGTT

CGAAGAACTATGCGAAGGTTGAATTGTAGTGTAGGGTGAGTCATTGTTTGGCTGA

ATGGATAATTAAGAAGATTTAGCCCTTTTATTAATTATATGATAATAGTTTGATTT

TTATATATAATTATTATAATAATTATATATTTGTATGTATTATAGCAAGGTGGGCT

TTTGCAAATGATGTTGTAGCTTTATTTATGCTATGCCTTTGCAGAAGGGCTACATT



GCTCTATTGAGAAAGATTAATGTCAAAAGAAGAGGATTATTGTTGATTGTGCACT

TAATTAATTGTATTTTCGTTATTGAAGAATGAATGAGAAATGTCATAATGATTAAT

GAA 

Nucleotide 

>AipEXPA-11 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAC

GTATCTGATATCATATTATTATATTATTTATTTTAAAAGTATAAACAAATAAAAGA

ATCACATAAATAATTGTATCTTAAAAATAATAAATAAAAAAACTATTGCATCTTC

TCTTACTTTTACACATAGGGGGGTGTTCATTAATCATTATGACATTTCTCATTCAT

TCTTCAATAACGAAAATACAATTAATTAAGTGCACAATCAACAATAATCCTCTTC

TTTTGACATTAATCTTTCTCAATAGAGCAATGTAGCCCTTCTGCAAAGGCATAGCA

TAAATAAAGCTACAACATCATTTGCAAAAGCCCACCTTGCTATAATACATACAAA

TATATAATTATTATAATAATTATATATAAAAATCAAACTATTATCATATAATTAAT

AAAAGGGCTAAATCTTCTTAATTATCCATTCAGCCAAACAATGACTCACCCTACA

CTACAATTCAACCTTCGCATAGTTCTTCGAACTATAATCCAAGGATACTAATAAA

TTTTTTTTTTTAATTAAAATATCTGTCAACTTTAGAAATTCGACACATCCATATAT

ATATGTCAAATATATGGACATATCGAAATATTAGAAAAAACAGATATTTTAAAAT

AGAGAAATATTACTGAAAATTATTGAAAAATAATATTATCAATTAATTTAAGGGT

AACTTATTAATTTAATTGGTTAGTAGTTGAATTGCCTTCCAGTGTAGGTCTGTCCA

AAGGACCAATTAGGTGGGGCAACATTATAAGACAAGACCTTGTGTCCATTACTTG

TGGTGACTATAAAAGAAAGACTTTGGCCATTGAGGTATGAGTTGCTTTGCCAATT

TTGCCCCCAGTTCCTTGACATGGATTGCCATCTTGTTCTTGAGCCTTTAATGGCCA

CACCATGCACATCACCTGCACCTCCAACATTTGTCACTAGCACCAAATTGAAGTA

TGAGTGTCCATTGATGGTGAACCTTATTCCACCCCTTCTCCTGCACCTTACCCTTT

AACACACATCACCACAAAAGAAGAAGGGGAAAAAGTTGTCAGCTTCAAGGACAA

AATTAATAAAATATCAAAAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNAGTCCAAATTACCCTGATATTATAAAAAATGTTTTAAATTTTCATGTTTAT

GTTGAGCTTTTTATATATTTAAATAGGAAACATTTCAAGTACACCGGAAAATATT

GGTGCATCAGTTATTTTAACCGTTGATTTGTTAAAATAATTGGAGCATTGGTATTT

GTTAAAATAATTGGAGCACTGGTACTCTCGGTGCACTTAAAATGTTTCCTATAAA

ATATAGGAATATCGAATGTTATGAAATTTAAATATAATAAAGAAAAATCAGAAT

ATACATATATAAACACAAAATATATATATAATAAAGTCAAACTTCTAAAAGCTAT

ATAAATTATGATATATAAGGAATTAAGTAGCCTTAACTTAAGCTAAAAACTTGTT

TAAGAGGTAAGAATTACCTCACACTTATAAGGACTATTAGACTTTTAATTTTAGA

CAATGTGAGACTTAACAGGATAATTTACCCTAAGACCAAAATATAAAAGCAAAT

ATAATAAATTAAAGATGTATATGAAGTTATTACCTTCTATAAACTACAGGCACAA

TTCCAGCTTTATATTGTGCAATGTGCTGGAAAATAGGTTGAGAGAGATCAAAATG

GTGATTTGGAGGGTCACACCATCCACCAGGAGGACAGAAATTAGTGGCAGTTACT

ACAATGGAGCCTGGAAGACACCATTGTGGGTCATTCGCACACTTTATTTCATAGC



ATGCTCCACATGTTAATCCATTGTTGAATAGTGCTGTGCTTAGTGCTGCTGTGTTT

GTCCCATATCCACTGCTATACAGGTTTCCATATCCACAAGCACCCCCTGAATTTAC

AAATAATTATAACAATAATCTTACTACCGACAAATTAAAATAAACTAGTTTAATT

GTAGCATATAGTGACTGAACTTTCTTTTTGTCTATATAATTTGTGTAGTTATTATAT

ATATACATACCCATTGTTCCAGAAGCATCACTTCCACCATAGAAAGTGGCATGAG

CATTGATCCAATTTCCATATCCAATGACATGTTGTGAGACCACAGAAAAATATGC

CACCACAAGAAAGATTCCAAGAAGAGCCATGTTTGTTGTTACTTTATTTTCCTCCT

GCATATATATGTAAATGCAGCATTATTATTATTATTATTATTGGAGAGAGCATAGT

ATGGCAAGAACTAACAAAGTTAGCAATGTCTATAATATTATTGAAAGAAAGAAA

AAAGAAAGAAGAAGGGTGGATACCTTAGAAAAGAGTTGTTTGAGGAAATGGGAA

AGGGAGGGGATTGGTGAGGGAATAAATAGAGCTCAGTCAACATCCAAAAACTGA

CACAATTTGTGGGAGTTGGGACCATGCAAATGCTCAAAAACACTCAGTGNNNNN

NNNNNNNNNNNNNNNNNNNNTCCTCAGTTAAAAAATTTAAGATTCAAATCTAAA

AATTAAAATTTAAGATTTAAAATTTATAATTTAAAATTTAAAATCTAAAATTTTTT

TTATTCTTAATTTTTTATTAAAATATTATTTTGTAATTGATTAATTTTCAATTAAGA

GGCACGAATAATATAGATTATAGGTGACATGAGATATTCCTTCAAATTAAACCAC

GTGTTAATAAAAAAAAGATTTTATGAAAAAGAAACATATTATATATAATGATAGG

GATTTAAAACTTACGTTTTAATCAACAAGTATCTTATATTTATATATCACAAATAG

CGAATCTAATTAAAATAATAATATATAATGTGTGCAACTTATTTATTTTTTTTTTC

ATCTCTCATATTAGGGTAATTATTAGAAGGGTTTGTTACTTACACAGTTAGAGGTT

TTCT 




