
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.9G029900 

Gene Model: Pahal.9G029900.1.p 

Description: PhEXPA-21 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPA-21 

MAAMPAALVLLLVAALAAPAAARIPGVYGGGDWQSAHATFYGGSDASGTMGGAC

GYGNLYSQGYGVNNAALSTALFNEGLSCGACFEIKCENQPGWRWCRAGSPSILVTAT

NFCPPNYALPSDNGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVSYRRVPCRKSGGV

RFTINGFRYFNLVLITNVAGAGDIVRASVKSSSTGWLPMSRNWGQNWQSNAILVGDA

LSFRVTGSDRRTSTSWNVAPRNWQFGQTFEGKNFRV* 

CDS (coding sequence) 

>PhEXPA-21 

ATGGCGGCAATGCCGGCGGCGCTGGTGCTGCTCCTGGTGGCCGCGCTGGCCGCCC

CCGCCGCCGCCCGCATTCCCGGCGTGTACGGCGGCGGCGACTGGCAGAGCGCGC

ACGCCACGTTCTACGGCGGCAGCGACGCCTCGGGCACCATGGGCGGCGCGTGCG

GGTACGGCAACCTGTACAGCCAGGGGTACGGCGTGAACAACGCGGCGCTGAGCA

CGGCGCTGTTCAACGAGGGCCTGAGCTGCGGCGCCTGCTTCGAGATCAAGTGCGA

GAACCAGCCCGGGTGGCGGTGGTGCCGCGCCGGGAGCCCCTCCATCCTGGTGAC

GGCCACCAACTTCTGCCCGCCCAACTACGCGCTCCCCTCCGACAACGGCGGCTGG

TGCAACCCGCCGCGCCCCCACTTCGACCTCGCCATGCCCATGTTCCTCCACATCGC

CGAGTACCGCGCCGGCATCGTCCCCGTCTCCTACCGCCGGGTGCCGTGCCGGAAG

TCCGGCGGCGTGCGGTTCACCATCAACGGCTTCCGCTACTTCAACCTGGTGCTCAT

CACCAACGTGGCCGGCGCCGGCGACATCGTGCGCGCGAGCGTGAAGAGCTCCAG

CACCGGGTGGCTGCCCATGTCCCGGAACTGGGGCCAGAACTGGCAGTCCAACGC

CATCCTCGTCGGCGACGCGCTCTCCTTCCGCGTCACCGGCAGCGACCGCCGCACC

TCCACCTCCTGGAACGTCGCCCCGCGCAACTGGCAGTTCGGCCAGACCTTCGAGG

GCAAGAACTTCAGGGTCTGA 

Nucleotide 

>PhEXPA-21 

AAGCAGGAAGGCCCCAGAACCCGCAAACGCACAAAGCGGAAAGCATCACACTTG

CACAGTTCCTCCACAGTCCACACACTCCCTCCCACAGTCCCACCACTCACCTGCTT

CACCGAAGCGTGCCGGCACCGGCAGCGAGCAGTCGGGAGACATGGCTCCGCCAC

TACTGCTCGTCGTCCTCCTCCTCCCGGCCCTCGCCGCCGGCCACCAGCACCCGTCC

TCCTCCGGCTCCTCCGCCCTCTCCGAGTGGCGCCCCGCCAAGGCCTCCTACTACGC



CGCCGACCCCGAGGACGCCATCGGTACGCACCGGAGCTCGCCTCGCCTGCCTCAT

TCATTGTTCATTCGCATCCACGGTTTCAGTTCTGCCGAGCCGTCCTTTCACTTCTTT

AATTCGCCGTATCCATGCTGCGAGCACGCATAAAGATTTCTCTTCTGGGGTGCCG

CTGGCACGAAATTTCCCCCAAACCGCACGTTCGGTTACTGGAATTGTACGTCCGT

ACAGTTCATGGGGTGCAAGCGGTTTTCTGGTTCTCCCCGTAGGAGTGTATTCTGAT

TTTTGGCTTCGCGATGCGGCGTGCAGGTGGGGCGTGCGGGTTCGGGGATCTGGGC

AAGCACGGGTACGGGATGGCGACGGTGGGGCTGAGCACGGCGCTGTTCGAGCGC

GGCGCGGCGTGCGGCGGCTGCTACGAGGTCAAGTGCGTCGAGGATCTCAAGTATT

GTCTCCCCGGCACCTCCATCGTCGTCACGGCCACCAACTTCTGCGCCCCCAACTAC

GGCCTCCCCGCCGACGCCGGCGGCCACTGCAACCCGCCCAATCACCACTTCCTCC

TCCCCATCCAGGCGTTCGAGAAGATTGCCCTCTGGAAGGCCGGCGTCATGCCCAT

CCAGTACCGCCGGTATGTGCCATTATTGGCTGCTGCTAGATCTGAGGTTAATTTTT

TCCCAATCCACTTTGTGTGAAACTGTGAAAGCGCTTGCTGACCTAGAATTGTGTTT

GTTAGCGCAATGTGGAACCCAAGAAAAGATGAATTGCTAGTGTCCGTTGGTGAG

GAAAGCGAAGCGAAGAGGGGGTGAAAGTGGACCCTCTTCCAGTATTGTCGACTT

GTGTGAGGGTTCGACCACATAGTTTCACCAGATGTTACACGGCCCTTTTGGCTAT

AAAAAAAAGTACATGGTAGTGACATGAGTATTACAGTTCCATTTTTATTGCTCTG

ACAAGAAACTACTAGCCCAACTACTGCCCAAGTTGGTAGGCAAGAGGTCATGAG

ATCGACTCTCAAACCCAGTAAGTGGAAGAATTATTTTGAAAAATACAGAGGTTTC

TGATAAACCCTGAACTGAATGAAAAAATGTTATTATTCCCGAAATACATATAATT

GATCTCCCTGCTTATTGGCGCATAACGGTTCCGGGTTGGATTGAAACAAAATTTA

CTAACACCCCATACTTAATAGTGAGTTTACTTTTGATTGATTTCTCTACTTCGTATT

CATCCTAAATTCTGCTTAATAGTAAGTTTTATTGTGTCCCTTTTGTCTTGACTAGTC

TAAAGGTTATTAGAAAAGTAAGTAGAGCTACAACAGTGTCCAAGTTCAAAAGCA

TAGAAAATTGCGCATATCTGAGCTAGTCTCGGACTTTCGCCAATTCTAGCCACAA

CTACAGACTTCTGGGTACTTTGGACAGCATTTTGTAGAATATATATATTTTTCCAT

TGCTTGCCTGTATACGTCAATAAGGAGTAGCAGGGCCATTATGAGAGCCAGCAGA

AATGTGTCAGCATTATCTGCATCATTACATAGGCATTTAACAACAAACAGTTTCTT

TGCTTCCTGGGGCACATGAGATGCCCCTGTGACCGTCAAACTGGCCTCAAAGTAT

ACTGTTATGCTACTAGTGGTTGCACTTTTACTTTCTGTGTGTGCTAACCCTTTGTGC

CAGTCGGTAGTCCTTTTTGTCCTTCAAAATGACATTATTATTTAGACGAACCAAAA

CTGTATTAAACAGAACTTTGGATGGTGACTTGATAGCCTGTCATTACCTTAGCTTA

TATACTACTGTTTCCTTCATATGTAGTGTTCCGGATCCAAACAGATTAGATTATAA

TTACTTGGCACGGGGATTTATAAATAACTCTAGCAAAGTACTACTCTGGCATTTCC

AGTGGCATTCAAAATCGTGTGCAATCATCATTATGTGCATCTAAGTTGACTTTCTG

GTGAGGAAGCTACATGTTCAAGAATTGAGCTGAGATTATTTCCTACATGACCAAT

TGATAGAATGTGATGTTATTAATATTCTTTCCTGATCAATCTGTGTTCTGAAGAAC

AATGGGCTGTTAGTTGAAGCAATCCATACTACTGTGGAAGTTTTAACTATTTTGCA

TTTTGACTCCAACCATTTCTTACTCTAGTTCATTAAATATAAGCAGTGTTTCCCAT

AAGAACAGATATACAACTAGATTGAACTATTATCTCACCCTGTGTTAAATGTTAT

GTATAAAGCTAACTAAAGCTACACAAGTCCACCTAAGTGCCTAAATGAAGCTAG

AATCAACGTAAAGTTGTGTTAAAAAGAAGAGCTGACTGAGTTGAAATTAACATGT

TTCCTTGCTTACTTGCAGTGTTAAGTGCCTCCGTGAAGGTGGTGTCAGGTTCTCTG

TCAACGGTCGACACTTCTTCTTCACAGTCCTAATCAGCAACGTTGGTGGTGCGGG

TGATGTGAGATCGGTGAAGATCAAAGGAACAGAGTCAGGATGGCTCTCGATGGG

CCGCAACTGGGGTCAGGTGTGGCACATCAACTGTGACATGAGGGGCCAGCCCCT

GTCCTTCGAGCTCAGCTCAAGCGATGGCAAGAGGCTGACCAGTTTTAATGTCGTG



CCCAAGGATTGGGAATATGGAAAAACATACACCGGGAAACAGTTTCTGCTGTAG

ATGGAGTGTCACAAGATCAGCTTACAGTTTCTAATTTTTGTTCTGATCCTACGAGT

TGGACTGTGGTGTATATTCCTCTGTGGAACAAGTAATATCATTAGGAGAAAATTA

CTAGTGCAGGGCCTCAAATAGTAGTTCTTGCTCATAAATGCATTTTCATGTCCCCT

GATAGAAAGCTTGATGTATCAATCAAAATAGAAGGCCGTATTTTGGGTGTCTCCA

TTGTATTACAACATTTTACCTGCCAAGCAATGATAATAGTATCTCTGCATTTCTGT

AGTTGCAACATATCACATGAACAGCAACTTGTTTTTTTTTCACTCTTTACCAGTCA

GCATATCAGGTTCATCTTTGATGCTAAATTCCTTAGTGTAGTGTTTGCAGAATGTA

GAATCCATGAAACATGATCTCAATTATCAAGTCCA 


