
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.006G171100 

Gene Model: Sobic.006G171100.1.p 

Description: SbEXPB-39 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-39 

MATPVTFRDGVFAVLPILTLLVSPISCYENPRSVSLRNRTTTSRYTSTPARAADRWYS

GGATWYGSPYGAGSDGGACGYQGTVSQRPFSSMIAAGGPSLFKNGNGCGACYQIKC

AGNKACSVRPVTVTITDSCPGGVCLARTAHFDMSGTAFGAMANRGMADRLRAAGIL

KIQYKRVSCNYNNGAMGGIAFKVDRGSNPFYLAVLIQYLNGDGDLAAVHIMQQGGA

WTPMQHSWGAMWRANSNTGKPLRAPFSVRLISGSGKVLVVRNAIPAGWRAGMTY

WSTVNYAT* 

CDS (coding sequence) 

>SbEXPB-39 

ATGGCTACTCCAGTGACATTCCGAGATGGCGTATTCGCGGTGCTGCCAATCCTGA

CACTTCTTGTAAGCCCCATTTCCTGCTATGAGAATCCGAGGTCCGTGTCTCTTAGG

AATCGCACTACCACCAGCCGGTACACCTCAACGCCGGCCAGAGCCGCCGATCGAT

GGTACTCGGGCGGCGCGACGTGGTATGGGAGCCCTTACGGCGCCGGCAGCGACG

GCGGTGCGTGCGGCTATCAAGGTACCGTCAGCCAGCGCCCGTTCTCGTCGATGAT

CGCCGCCGGCGGTCCTTCACTTTTCAAGAACGGCAATGGCTGCGGCGCATGCTAT

CAGATCAAGTGCGCCGGCAACAAAGCCTGTTCCGTTCGGCCAGTGACTGTTACCA

TCACCGACTCCTGCCCTGGTGGCGTCTGCCTCGCCAGGACGGCGCACTTTGACAT

GAGCGGCACTGCCTTCGGCGCCATGGCCAACCGCGGCATGGCCGACCGCCTCCGC

GCCGCCGGAATCCTCAAGATCCAATACAAGAGGGTGTCGTGCAACTACAATAAT

GGCGCCATGGGAGGAATTGCCTTCAAGGTGGACCGGGGCTCCAACCCGTTCTACC

TCGCCGTGCTGATCCAGTACCTGAACGGCGACGGTGACCTCGCCGCGGTGCACAT

CATGCAGCAGGGCGGCGCGTGGACGCCGATGCAGCACTCGTGGGGCGCCATGTG

GCGCGCCAACTCCAACACCGGCAAGCCGCTGCGCGCCCCGTTCTCGGTCCGACTC

ATCTCCGGCTCCGGCAAGGTGCTCGTCGTCAGGAACGCCATCCCCGCCGGTTGGC

GCGCCGGTATGACATACTGGTCAACGGTGAACTACGCCACCTAA 

Nucleotide 

>SbEXPB-39 



ATAAGTCATCAATAGCAAGAGTCTAGCTCAACTAAAGACGACTATCGATACGTAC

AATTAGCTATAGGAGGACGTCGACGGTGTCGCCCCCTCCACAGGAGAGATAGAT

AATCAATGGCTACTCCAGTGACATTCCGAGATGGCGTATTCGCGGTGCTGCCAAT

CCTGACACTTCTTGTAAGCCCCATTTCCTGCTATGAGAATCCGAGGTCCGTGTCTC

TTAGGAATCGCACTACCACCAGCCGGTACACCTCAACGCCGGCCAGAGCCGCCG

ATCGATGGTACTCGGGCGGCGCGACGTGGTATGGGAGCCCTTACGGCGCCGGCA

GCGACGGTAACTATATATACATAGTACTCAATTTGATCACTATATATATGTAATG

CCGTGAAGCGTAGCAGTACTGGAGTAGAAGAAATCGTATTAAAGAAGCTTAATC

CTGCAATGCAACTGTAATGGTATATAGTATTCTCTGATGATCTCGTTGCATGCAGG

CGGTGCGTGCGGCTATCAAGGTACCGTCAGCCAGCGCCCGTTCTCGTCGATGATC

GCCGCCGGCGGTCCTTCACTTTTCAAGAACGGCAATGGCTGCGGCGCATGCTATC

AGGTTAGTCGTACTTGTGACTTGCGAAGTGTTGTGTGTACGTGCATTATTCGTCTT

ATAAACACTGATACAAGTGTTGTGTGTACTGCTGTACGAATACGAAGATCAAGTG

CGCCGGCAACAAAGCCTGTTCCGTTCGGCCAGTGACTGTTACCATCACCGACTCC

TGCCCTGGTGGCGTCTGCCTCGCCAGGACGGCGCACTTTGACATGAGCGGCACTG

CCTTCGGCGCCATGGCCAACCGCGGCATGGCCGACCGCCTCCGCGCCGCCGGAAT

CCTCAAGATCCAATACAAGAGGTGCTGCTGAGTTTGAAGTTTGAACTGGCCATGC

ATTCTAGTGAAATTAAGGTATGCACGCATGTCGGCGTGTGACGAAGCTCTCTACT

TTCAACTAATTTTGCAGGGTGTCGTGCAACTACAATAATGGCGCCATGGGAGGAA

TTGCCTTCAAGGTGGACCGGGGCTCCAACCCGTTCTACCTCGCCGTGCTGATCCA

GTACCTGAACGGCGACGGTGACCTCGCCGCGGTGCACATCATGCAGCAGGGCGG

CGCGTGGACGCCGATGCAGCACTCGTGGGGCGCCATGTGGCGCGCCAACTCCAA

CACCGGCAAGCCGCTGCGCGCCCCGTTCTCGGTCCGACTCATCTCCGGCTCCGGC

AAGGTGCTCGTCGTCAGGAACGCCATCCCCGCCGGTTGGCGCGCCGGTATGACAT

ACTGGTCAACGGTGAACTACGCCACCTAATAATAAGCCATTGGTGTAGAGGGATT

AGGTTAATGCTGCGGCAATTGTCAAAGGCTCAAAGCAATTGGTCACGCGAGCCG

GCTTGTAATTCCAGACATTGTAAATTTTCTCCCCCCCTGTAGGCGCCTAGCCGGTA

TATATATATGGTCATTTGCACTTCTCAGTCGTTGGTGCAGTGCCGTCTTGGAGACA

TCAAGCACTGTTTGGTGACTGACTATAATTCGCCGACTTCTCAGTCGTTGGTGCAG

TGCCGTCTTGGAAGACATTAAGGAAAAAAAGATCTATATCTTCTGTAGTGGCTTT

TTCATTCGCGGACTGACTATAATTCAGGTTTAGTGTGGCGTAACCTGCAGCTTATC

ACTCCAGTC 


