
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy2G020200 

Gene Model: Brasy2G020200.1.p 

Description: BsyEXPB-05 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-05 

MASSSSSSSTSTLVLAASILATLAMSAQGIPKVPPGPNITATYGDKWLDAKSTWYGKP

TGAGPKDNGGACGYKDVDKAPFSGMTSCGNTPIFRDGRGCGSCFEVKCTKPDACSG

DPVLVHITDDNEEPIAAYHFDLSGHAFGSMAKKGKEQDLRSAGEVEIQFRRVKCKYP

DGTKVTFHVEKGSSPNYLAILVKYVGGDGDVVAVDVKEKGKDEWVPLKESWGAV

WRLDTAKPLKGPLTVRYETDGGTKAEAEDVIPEDWKPDTMYESK* 

CDS (coding sequence) 

>BsyEXPB-05 

ATGGCTTCTTCTTCTTCTTCTTCCTCGACGAGCACGCTGGTCCTGGCAGCATCGAT

CCTGGCGACGCTGGCGATGTCGGCCCAGGGCATCCCGAAGGTACCCCCAGGCCCC

AACATCACGGCCACGTACGGCGACAAGTGGCTGGACGCCAAGAGCACCTGGTAC

GGCAAGCCCACCGGCGCCGGTCCCAAGGACAACGGCGGCGCGTGCGGGTACAAG

GACGTGGACAAGGCCCCCTTCAGCGGCATGACATCCTGCGGCAACACGCCCATCT

TCCGCGACGGGCGCGGCTGCGGCTCCTGCTTCGAGGTCAAGTGCACCAAGCCCGA

CGCCTGCTCCGGCGACCCCGTCCTCGTCCACATCACCGACGACAACGAGGAGCCC

ATCGCCGCCTACCACTTCGACCTCTCCGGCCACGCCTTCGGCTCCATGGCCAAGA

AGGGCAAGGAGCAGGACCTGCGCAGCGCGGGAGAAGTGGAGATCCAGTTCCGGA

GGGTGAAATGCAAGTACCCTGACGGCACCAAGGTGACGTTCCATGTGGAGAAGG

GGTCGAGCCCCAATTACTTGGCGATTCTCGTCAAGTATGTGGGTGGAGACGGGGA

CGTGGTGGCCGTTGATGTCAAGGAGAAGGGCAAGGATGAGTGGGTCCCGCTCAA

GGAGTCGTGGGGCGCCGTCTGGAGGCTTGACACCGCCAAGCCGCTCAAGGGCCC

GCTTACTGTCAGGTACGAGACTGATGGCGGCACCAAGGCTGAGGCTGAAGATGT

CATCCCTGAGGACTGGAAGCCCGACACCATGTATGAGTCCAAGTGA 

Nucleotide 

>BsyEXPB-05 

ATGGCTTCTTCTTCTTCTTCTTCCTCGACGAGCACGCTGGTCCTGGCAGCATCGAT

CCTGGCGACGCTGGCGATGTCGGCCCAGGGCATCCCGAAGGTACCCCCAGGCCCC

AACATCACGGCCACGTACGGCGACAAGTGGCTGGACGCCAAGAGCACCTGGTAC



GGCAAGCCCACCGGCGCCGGTCCCAAGGACAACGGCGGCGCGTGCGGGTACAAG

GACGTGGACAAGGCCCCCTTCAGCGGCATGACATCCTGCGGCAACACGCCCATCT

TCCGCGACGGGCGCGGCTGCGGCTCCTGCTTCGAGGTCAAGTGCACCAAGCCCGA

CGCCTGCTCCGGCGACCCCGTCCTCGTCCACATCACCGACGACAACGAGGAGCCC

ATCGCCGCCTACCACTTCGACCTCTCCGGCCACGCCTTCGGCTCCATGGCCAAGA

AGGGCAAGGAGCAGGACCTGCGCAGCGCGGGAGAAGTGGAGATCCAGTTCCGGA

GGGTGAAATGCAAGTACCCTGACGGCACCAAGGTGACGTTCCATGTGGAGAAGG

GGTCGAGCCCCAATTACTTGGCGATTCTCGTCAAGTATGTGGGTGGAGACGGGGA

CGTGGTGGCCGTTGATGTCAAGGAGAAGGGCAAGGATGAGTGGGTCCCGCTCAA

GGAGTCGTGGGGCGCCGTCTGGAGGCTTGACACCGCCAAGCCGCTCAAGGGCCC

GCTTACTGTCAGGTACGAGACTGATGGCGGCACCAAGGCTGAGGCTGAAGATGT

CATCCCTGAGGACTGGAAGCCCGACACCATGTATGAGTCCAAGTGA 




