IDENTIFICATION

Species: Phalaenopsis equestris
Locus: XP_020574186

Gene Model: XP_020574186.1
Description: PeqEXLA-03
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
KEGG: https://www.genome.jp/entry/T05601

EXTERNAL RESOURCES
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis 2019.aspx



https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
https://www.genome.jp/entry/T05601
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx
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DOMAIN ARCHITECTURE

Query seq.
Superfanilies

PLN03023
List of domain hits o
Name Accession Description Interval  E-value
[+] PLN03023 super family cl3362 Expansin-like B1; Provisional 7-246 1.86e-68
Peptide

>PeqEXLA-03

MKLSTFFLLFPIFLSLATACDRCVHKSKVAVFSPPSSLPAGACGYGSLALNFSHGLIAA
ASSKIYRDGVGCGGCFQIRCRNTELCNGAGVKVVVTDLDKSNRTDFRLSSRAFAAM
ARPGMVAGLQTVGVVDAEHKRIPCDYSNKNLSIRVEESSRRPSLLTVKLIYQGGQTD
VVAVDVARFGSPAWQFMTRLNGPVWTTRQAPGGPLQFRFVVTGGYDGKWVWAQQ
EVLPAEWRSGEVYDTGVQITDIAQEGCSPCDTEEWR

CDS (coding sequence)
>PeqEXLA-03

TTTCCTCATAATATCACCGCTGATTCATCCTCATCCAGTGGCCCTGCCCTCGCCGA
CCATTTCTATCGCGGCTCCAGCAAAGTCGACCCGCCGCCCATTAGCATTTCGAGA
AATCCACTTTACAGAATTCTACAGTCGTAGAACAGCCAAAAGACATTACTTCCTC
TCTCACTCAATCCGCGTCCTTTTCCCACTCCTCCCACTATAAAACTCCTGTCCAGA
TCGATTCCCTCCAACCCACCAGCGCCACCATCCCCACACTCCACCACCAATCCAC
CATGAAGCTTTCAACTTTCTTCCTCCTCTTCCCAATCTTCCTCTCCCTCGCCACAGC
TTGCGATAGATGCGTTCACAAATCCAAAGTCGCCGTTTTTTCTCCCCCCTCCTCTC
TTCCAGCCGGAGCTTGTGGCTATGGCTCCTTGGCTCTCAACTTCAGTCATGGACTT
ATCGCCGCCGCAAGTTCTAAAATTTATCGCGATGGCGTTGGCTGCGGTGGCTGTT
TCCAGATTCGGTGCAGGAATACAGAGCTCTGTAATGGAGCAGGGGTGAAGGTTG
TGGTGACCGATCTTGATAAGAGCAATAGAACTGATTTTAGGCTCAGTTCTCGGGC
CTTCGCTGCTATGGCGCGGCCGGGGATGGTCGCCGGACTGCAGACAGTTGGGGTG
GTCGATGCAGAACACAAAAGGATTCCGTGCGACTATTCAAACAAGAACCTATCC
ATAAGAGTGGAGGAGAGCAGCCGGAGGCCCAGTTTATTAACGGTCAAACTTATC
TACCAAGGTGGACAAACTGACGTCGTGGCAGTCGACGTGGCGCGGTTCGGTTCGC
CAGCATGGCAGTTCATGACCCGGCTCAACGGCCCGGTCTGGACCACCAGGCAAG
CACCGGGCGGCCCGCTTCAGTTCCGGTTCGTGGTGACGGGTGGGTACGACGGCAA
GTGGGTGTGGGCCCAACAGGAGGTGTTGCCGGCTGAGTGGCGGTCCGGCGAGGT
GTACGATACGGGAGTTCAGATCACCGATATAGCGCAGGAGGGCTGTTCTCCTTGT
GACACGGAGGAATGGCGGTGAAAATAACGGTGGTGGGTTTTTGTTCCTTTTTTAC
GCCTAAATAAGAAAGGAAACCATATAATGTAAAAGATCAGAAGGTTATAATTGT
AAGTATATGG



Nucleotide
>PeqEXLA-03

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
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NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNATAAAACCATATACTTACAATTATAACC
TTCTGATCTTTTACATTATATGGTTTCCTTTCTTATTTAGGCGTAAAAAAGGAACA
AAAACCCACCACCGTTATTTTCACCGCCATTCCTCCGTGTCACAAGGAGAACAGC
CCTCCTGCGCTATATCGGTGATCTGAACTCCCGTATCGTACACCTCGCCGGACCGC
CACTCAGCCGGCAACACCTCCTGTTGGGCCCACACCCACTTGCCGTCGTACCCAC
CCGTCACCACGAACCGGAACTGAAGCGGGCCGCCCGGTGCTTGCCTGGTGGTCCA
GACCGGGCCGTTGAGCCGGGTCATGAACTGCCATGCTGGCGAACCGAACCGCGC
CACGTCGACTGCCACGACGTCAGTTTGTCCACCTTGGTAGATAAGTTTGACCGTT
AATAAACTGGGCCTCCGGCTGCTCTCCTCCACTCTTATGGATAGGTTCTTGTTTGA
ATAGTCGCACGGAATCCTGCAATTGTCCGCATAAATCTAGTATGGGTCAATAAAT
TTGAATCCGCTTCATTTAAATGACTGGTCTATTCGTTTGACTAGTTTATATTAGGT
TGAAATTTTATATAGGATTGAAAATTAATGCTTCCTACGCTCGTAACAACTACAT
AAATTTAATAAAGCTGGGACCTATTTCTCTAACATTTAAAATATAAGAGAAATTT
AATATAAAATAAAATTATAGGCCGAAAGAGTATTTTTCCTCGATATAATAATTAA
TTAATTGTTTAAAAAAAATGTATTGATTTGAAGGAAAAATATAATAAAATATATT
TAATCATATATATACATATATATATATACACAGTGAATTTAGCATAATGAATGAA
AAAATAATTAGAATTTATATTGCGTTTAATAGAAAATAAATCCAATAATCTCAAA
AATTATTCTGAACAAAACTCGATCATAATATCCCAAACTTTCAGTTCATCGGAAG
AAAACTGAACAGAGCATGGAAATAACCTGAAGAATCATTACCTTTTGTGTTCTGC
ATCGACCACCCCAACTGTCTGCAGTCCGGCGACCATCCCCGGCCGCGCCATAGCA
GCGAAGGCCCGAGAACTGAGCCTAAAATCAGTTCTATTGCTCTTATCAAGATCGG
TCACCACAACCTTCACCCCTGCTCCATTACAGAGCTCTGTATTCCTGCACCGAATC
TGTGATTCCACAATCCCCGATTAATCGCAAAAGTTTTCAACTCATCAAAATCGCA
ATAATCGATAGATAAAATTTCTCACCTGGAAACAGCCACCGCAGCCAACGCCATC
GCGATAAATTTTAGAACTTGCGGCGGCGATAAGTCCATGACTGAAGTTGAGAGCC
AAGGAGCCATAGCCACAAGCTCCGGCTGCAAGTGCGAGGTTAGTGATTAGAGAT
GTAGAAGAGTAGATGGAGATAATAGGAAGCCAGCGGGATTACCTGGAAGAGAG
GAGGGGGGAGAAAAAACGGCGACTTTGGATTTGTGAACGCATCTATCGCAAGCT
GTGGCGAGGGAGAGGAAGATTGGGAAGAGGAGGAAGAAAGTTGAAAGCTTCAT
GGTGGATTGGTGGTGGAGTGTGGGGATGGTGGCGCTGGTGGGTTGGAGGGAATC
GATCTGGACAGGAGTTTTATAGTGGGAGGAGTGGGAAAAGGACGCGGATTGAGT
GAGAGAGGAAGTAATGTCTTTTGGCTGTTCTACGACTGTAGAATTCTGTAAAGTG
GATTTCTCGAAATGCTAATGGGCGGCGGGTCGACTTTGCTGGAGCCGCGATAGAA
ATGGTCGGCGAGGGCAGGGCCACTGGATGAGGATGAATCAGCGGTGATATTATG
AGGAAAGCTTCTTTAGGAAGAAAACAAAAATATGTTATTCTTGTAAAATTGATTT



TTTTTTTAATGTTTTAATGAAATATATGACTAAAGGACTATAACAAATAAATCTTC
AATTCGTGCAATATTAAAAAATATTTAAAAATGAAAGAAACAAAATTATAAACA
AACAAGAAAAGTCTAAACTAAAAGAGTATGTAAAAATGATTCTCCAAAAATATT
CGAAGAGAAAACTTTAGCCATAAAATCATATCAATTCTTCTGAGAAGTCGCTACT
GCACCCACCGATCCAACTGTTGTCATTACAGCAGAGAATTATATATGTTATAGTT
CAGTTATAATTATTATTCCTGAATTATTCTCTTAGGTTTCTAATCATTAATTTAATA
ATTTTATTTTCTAAAATTCCAACTTTACCTCTCAAATTCAGATTTTTATTTATATTG
TCACTTTGCATTTTGTTGCTCCGATCCCTCCCACTTTGAGTTTAGAGAGATAACTT
TCCCCTC






