IDENTIFICATION

Species: Musa acuminata

Locus: GSMUA_Achr2pP13740 001

Gene Model: GSMUA_Achr2P13740_001
Description: MacEXPB-03

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Macuminata vl
KEGG: https://www.genome.jp/entry/T03447

EXTERNAL RESOURCES
https://banana-genome-hub.southgreen.fr/
https://musabase.org/



https://phytozome-next.jgi.doe.gov/info/Macuminata_v1
https://www.genome.jp/entry/T03447
https://banana-genome-hub.southgreen.fr/
https://musabase.org/
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Superfanilies

PLNOD193
DPBB_R1pA_EXP_N-like superfamily

List of domain hits .

Name Aceession Deseription Interval  E.value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 40-162 1.40e-67
[+] PLND0193 super family 33423 expansin-A: Provisional 16-262 1.29e-27

SEQUENCES
Peptide
>MacEXPB-03

MASSFRRLSSLLVFVGFLSLLRPCACYNRMNSSDTDLAMSPAVATWY GEAEGPGSTG
GACGYGDGVAKAPFGSKIAAGGTSLYKSGKGCGACYQVACTANPACSGRPVTVVIT

DQCPGGPCASDAVHFDLSGAAFGAMAKPGQAAALRSAGSIHIQYARVPCSYPGFHVT
FRVDNGSNPNYFAVLPEFVNGDGEISAAEVGQGSSWTPMQSSY GAVWKLNAPVHGP
ASIRLTSAVSRKTIVATNVIPAGWKPGATYSSNVNF*

CDS (coding sequence)
>MacEXPB-03

ATGGCCTCCTCCTTTCGTCGTCTCTCTTCTCTTCTTGTTTTCGTTGGTTTCCTTTCCC
TGCTCCGCCCCTGCGCTTGCTACAACCGCATGAACTCGTCCGACACTGACTTGGC
CATGTCGCCGGCTGTAGCCACCTGGTACGGGGAAGCCGAAGGCCCTGGAAGTAC
TGGTGGCGCATGCGGATATGGTGATGGGGTTGCCAAGGCTCCGTTCGGATCCAAG
ATAGCAGCAGGTGGTACTTCGCTGTACAAATCAGGCAAGGGATGTGGTGCTTGCT
ATCAGGTTGCGTGCACGGCGAACCCTGCATGCTCCGGGAGGCCGGTGACCGTGGT
CATCACGGACCAGTGCCCCGGCGGCCCGTGTGCTTCCGACGCCGTCCATTTTGAC
CTCAGCGGGGCTGCCTTCGGGGCCATGGCGAAGCCTGGCCAAGCCGCTGCGCTTC
GCAGCGCGGGCTCCATTCACATACAATACGCCAGAGTGCCCTGCAGCTACCCGGG
CTTTCACGTCACCTTCAGGGTGGACAACGGATCCAACCCAAACTACTTCGCCGTG
CTCCCCGAGTTCGTAAATGGGGACGGCGAAATCTCGGCCGCCGAAGTGGGGCAG
GGGAGCTCGTGGACGCCCATGCAGTCTTCGTATGGCGCCGTTTGGAAGCTGAACG
CGCCAGTGCATGGTCCAGCTTCGATCCGGCTGACCTCCGCCGTGTCGAGGAAGAC
CATCGTTGCCACCAACGTCATCCCCGCGGGTTGGAAACCAGGGGCCACGTACTCC
TCCAACGTCAACTTCTAA

Nucleotide
>MacEXPB-03

ATGGCCTCCTCCTTTCGTCGTCTCTCTTCTCTTCTTGTTTTCGTTGGTTTCCTTTCCC
TGCTCCGCCCCTGCGCTTGCTACAACCGCATGAACTCGTCCGACACTGACTTGGC
CATGTCGCCGGCTGTAGCCACCTGGTACGGGGAAGCCGAAGGCCCTGGAAGTAC



TGGTAATGTCTACAATGTTCCTGCGTTACGTTCTGAAGTATGCATGAGAGCATAC
GTGAAATAGTGGATCAGCATGTACGTGTATAATATATACAGGTGGCGCATGCGGA
TATGGTGATGGGGTTGCCAAGGCTCCGTTCGGATCCAAGATAGCAGCAGGTGGTA
CTTCGCTGTACAAATCAGGCAAGGGATGTGGTGCTTGCTATCAGGTATACACGCC
TTAGCCAGCTAGCTAGATTGTCTCATTTGCAACGTAGATAATGCTGGGAGACAGA
TTGATGATGGCACTGATCGGATCAGGTTGCGTGCACGGCGAACCCTGCATGCTCC
GGGAGGCCGGTGACCGTGGTCATCACGGACCAGTGCCCCGGCGGCCCGTGTGCTT
CCGACGCCGTCCATTTTGACCTCAGCGGGGCTGCCTTCGGGGCCATGGCGAAGCC
TGGCCAAGCCGCTGCGCTTCGCAGCGCGGGCTCCATTCACATACAATACGCCAGG
TGACAACCCCAACCCGGAACTCAACTGCCACTCGAACACCCTTATCCTAACATAC
GCTCCTGTGGCTTCGTAGAGTGCCCTGCAGCTACCCGGGCTTTCACGTCACCTTCA
GGGTGGACAACGGATCCAACCCAAACTACTTCGCCGTGCTCCCCGAGTTCGTAAA
TGGGGACGGCGAAATCTCGGCCGCCGAAGTGGGGCAGGGGAGCTCGTGGACGCC
CATGCAGTCTTCGTATGGCGCCGTTTGGAAGCTGAACGCGCCAGTGCATGGTCCA
GCTTCGATCCGGCTGACCTCCGCCGTGTCGAGGAAGACCATCGTTGCCACCAACG
TCATCCCCGCGGGTTGGAAACCAGGGGCCACGTACTCCTCCAACGTCAACTTCTA
A





