
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.1G334800 

Gene Model: Pahal.1G334800.1.p 

Description: PhEXPB-03 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPB-03 

MASTKTWALSRFVFAALAALACLLRPGAPVELHRKLSGWSGDAGATWYGAPNGAG

SDGGACGYQNAVDLPPFASMIAAGSPSIFQSGKGCGSCYQVRCTRHAACSGSPVTVV

LTDVCPGGACLKEPVHFDLSGTAFGAMAKPGQADQLRAAGRLTIQYTRVPCNWQGT

EITFKVDAGSNPNYLAVLVEYESGDGDLRSVELMQSGGAAWAQMQQSWGAVWRY

DSGAALRAPFSIRVTSGSGRTLVASDVIPAGWTPGATYRSVVNFNY* 

CDS (coding sequence) 

>PhEXPB-03 

ATGGCTTCCACCAAGACCTGGGCCCTGTCTCGCTTCGTGTTCGCGGCCCTCGCGGC

GCTCGCCTGCCTCCTCCGTCCCGGCGCGCCCGTCGAGCTCCACCGCAAGCTCTCC

GGCTGGTCCGGCGACGCCGGCGCGACGTGGTACGGCGCGCCCAACGGCGCCGGG

AGCGACGGCGGCGCGTGCGGGTACCAGAACGCCGTCGACCTGCCGCCGTTCGCG

TCCATGATCGCCGCCGGCAGCCCGTCCATCTTCCAGAGCGGCAAGGGCTGCGGCT

CCTGCTACCAGGTGAGGTGCACTCGGCACGCGGCGTGCTCCGGCAGCCCGGTGAC

GGTGGTCCTCACCGACGTGTGCCCCGGCGGCGCGTGCCTGAAGGAGCCCGTGCAC

TTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCGAAGCCCGGGCAGGCCGAC

CAGCTCCGCGCCGCCGGCCGCCTCACGATCCAGTACACCCGGGTGCCGTGCAACT

GGCAGGGGACGGAGATCACGTTCAAGGTGGACGCCGGCTCGAACCCGAACTACC

TGGCGGTGCTGGTCGAGTACGAGTCCGGGGACGGCGACCTGCGGTCCGTGGAGC

TCATGCAGAGCGGCGGCGCGGCGTGGGCGCAGATGCAGCAGTCCTGGGGCGCGG

TGTGGCGGTACGACTCGGGCGCCGCCCTGCGGGCGCCCTTCTCCATCCGCGTCAC

CTCCGGCTCCGGCAGGACGCTCGTCGCCAGCGACGTGATCCCCGCCGGCTGGACG

CCCGGCGCCACGTACCGCTCTGTCGTTAACTTCAACTACTGA 

Nucleotide 

>PhEXPB-03 

CCACTGGGCCACAGCGGGGCACTCGCATCAATCAAACAGCCATGCAGAAAAGCT

AAACGTTCCTGTTTCCCTCTACCCTTGTCCACAGTATAAATCCGGGCAGCCACCAC

CCTACCGCCCCTACTGGTGCATCCCCATTGTCCCTTCCGCGCCATTTGTGCAGGGG



GCCTGGGCAGCTCTGAGCGCTCTGCGCATCGGGGACTGGGGCTTCTCGAAGGCTT

GAAAGCGATCCCAGAAAGAGAGGAGGGGTGGTGTAGGCTACCACCGCGGCCATT

CCTGCGCGGGACAGCGGCAGTGTCGGTAGGTGTCCGCTCGCTGCTGGTTACGCCG

CCGTTCGTGCTCTGTTCTTCACGTGCGCGCGCGCCATGGCCGGCTCCTCGAGCTCT

TCCGCCGCCTGCGCCGTGCTCCTCGCGTCGCTCGTCTGCGCCGCGTGCCTCTTCGG

CTCCGGGGAGGCATCGGGGGCGGCGCACAGGGTGGTCGACCCCGAGTGGCACCC

GGCCACCGCCACCTGGTACGGCAGCGCCGAGGGCGACGGCAGCGACGGTAAGAC

CTCGTATGCTCAATTCTCACATCCTTCGTTCTGGCAAAGAATTAGCAATGGCGATT

GCATATATTGCACCTTCACTGCACCCAAACTTGTGATCCTTTTTTTTCTTCTATAAA

ACAGCGAGCAGTAAGCATCAAACTAGTAAAACCATTGGATTCGCATCACTGCTAC

TGTTTTCCGTTTTGCAAATTGTTCTGGCCGTTGCAACATTTTGGCGGTACCTCGGC

GTATCCGGCCTTTAAGATTCGTGCGTGCGATTGTGGCCGGCAACGGAGCATGTGG

CCACGGCCGTGCTCCACCGTGTCGGGTCCTTAAACTCGCCGCTTTTACTAGCTAGG

AACCAACAACCATATCGGCGTATAATCCACCGACGCTCCGTTACATTTTCCGCCT

GACACAGACAAACGGGCCGATGGGCCGGGAAGAATTAACCCGCGAGCCAGTCAA

AAACTGCATCTCGTGCTACATGTCCGTGCAGTGGTCAGTGGAGGAGCTGGAGAGT

GCAGAGATGACGGCGCGGTCACGCTAGGTTTGTTCTTTTTTACATCGAGGGTAGC

AGCATCAGCGTGGTTTTTACTCTGACCAAGTGTACTACAAGTGGGAGCGGTCCTG

CGTCTTGCTCATGGCTGCATCTGCATGCGATGCAGAGCAAGATGGGTTATTTTTG

GGAGTCAGTTTGGTTACTCTCAGCTCTCAACGGAACTGCTCACCTGCATGCTGTTC

CCGTGTCCATACTAGAACCGGCCAGTTGCATGCATTTCTGTGCGTCCCCACAATTA

TTCTGTTGCCGTCTGCCTGCCGTGATTGTTAGTGGATCTGAAAGCACGCAGTAACC

ACGTGCATATACTCCATGCTGGTTTTATTACCTCCCTTAATCTTGTAGCTCAATAA

CTTTCTATAGACTTGTGTGAAACTGACAATGATGGTAGCGGCGGCTCTCTGATCT

GTGATCTCTATCGCCGTGTTGATGAACGTACCCCAGGCGGCGCGTGCGGGTACGG

GACGCTGGTGGACGTGGTGCCGATGAAGGCGCGCGTGGGCGCGGTGAGCCCCGT

GCTGTTCAAGTCCGGCGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTCGAC

CGCGGCATCTGCTCGCGCCGCGCCGTCACGGTCATCGTCACGGACGAGTGCCCCG

GCGGCGTCTGCGCGGGGGGCCGCACGCACTTCGACCTCAGCGGCGCCGCGTTCGG

CCGCCTCGCCGTCGCCGGCGCCGGCGGACAGCTGCGCAACCGCGGCGAGATCAA

CGTCGTGTTCCGCAGGTACGTAGTACGGCGACCAGCGCCCCACCACGGAATTACG

CATGCTGTAAAGGGTAGTAAAAAGCACGCGCGGGCGGCGGCTGCCGTCAACCGT

ATCGTGCGAACTGCATGCCTTGCGTCTGACGATACTAGAAATGCAGACACTTGAA

CTCTGTCAAAAAGAGATTCTACAGTACTGTATACTTCCTCGCAATGGTACCACAG

AGAGTAGTGGACAAGAGTTAAAAATGTGCTGCTGTCAGACGAGGACCATGAGGT

ACGCGGATACCTGATACCTCTGCAGCCCCTGGCTGCCTGCACGCAGTAGTTGGAT

CTTGGACGTGCCATTGGCCATGGGCGCACCACCAGGAAATCAATGCGCGCGCCAC

AGAGTCCACGCTGTCCGTACTCGCCCATGGCGTGCGACGGAATGGATAGCCGCAG

TTCGCAATGAGCAGCGACGGCCAGTAGTAACCGTAGGCCGGGTGAATCTTCAGA

AAGGAAAGGTGTTCGTGTTACTGCTAGCTCGTACTGACGGGTGGGGTTTGTTCGG

TTGCAGGACGGCGTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGA

GGGCTCCACCAGCTTCTGGCTCTCCCTCCTGGTGGAGTTCGAGGACGGCGACGGC

GACATCGGATCCATGCAGCTCAAGCAGGTAACAACACATCAACCTTTCTTCAGCT

CACACTTCACGCCGCGTACAAGTCGAGTCCATCTCTCCGCCGGCACAAGTGCGAT

TCGACGGCATTTTTCCTCTGTAATCCGTGGGGAGGAGTTCGGCGATTTCTTTTCCT

AGGGACAGGCAGGTGTTCGCGGGCAGCGACAGTGCGGCATGTGAGTGGGACCCC

CTCTTTCTCACATGCGGCTTGGGGGACACGGGCGATGGTTTTCTGGACGGATGGG



CCAGCATGGGCCGCAGCAGCTACAGGCCTTTTCTGTCTGTTCCCCCCTTTCTTGCT

GCTTGCTCGCGACTTTTCTTTCATCAACTTTTTGTCGTGCGGTGGCCTGTGGCCCTT

GCCGGCGGAATAAGTTACATCTCTAGGGCTCTAGAAATCTAGAATCACATGCAGG

TCCTCTCCTCTCCCAGACAGAACAACGCCACGGGGAGCTAGCTGGTAGAATGAAA

CTTGATACTGGTCGCAGCTTTTGCCGGGCAAGTCTAGTGGTAGGGCAACAAGACA

GAGTTCTGTTACCCCTACGCCTGAAGCAAATTGTACTACTGCAGTTCCTTAGGCA

GATAAAGCCAGGGTTTATATGTCTGAAGTTTTTCAGCTAAACCTAGCAGTTTTTGC

TTCGCCCTTTTTACTGCAGTTCCTTAGGCAGATTGAGTTGACAGCTACACATGCCC

CTGTTTATTTTGTCGAGAGAATAATCTGTTCCTTTTTCCCTACGGCGTGCTTCTGCT

TGTGCAATAATGCTCTACTCTACTACTCCCTTTTTTAACAGTACTCCTCCCATCAT

GTTGGGGCTAAAGATGACATTGAACTTGTCTTCCGGTCTTACACTTGTGGATTTCT

GGGGTGACTGCAAATTGCAACTTGGCTGTGGATGCAGGCAAACTCGGCGCGGTG

GCAGGACATGCAGCACATCTGGGGGGCCACGTGGAGCCTCACCCCGGGCCCGCT

CGTCGGTCCCTTCTCCGTGAGGCTGACGACCCTGACCAGCAAGCAGACGCTCGCG

GCCCAGGACGTCATCCCCAAGAACTGGGCCCCCAAGGCCACTTACACCTCCCGCC

TCAATTTCGCGTAGAGAATATATTCTCGCGTAGAGGAGGCCCGCGTGTTCTCAGC

CCGCGGGGTAGTCAAATGGGCTTAGATACGGTCATTTTTAGGCCCATATTGTTTCT

GTGCAGTGGGCTTGTGCCCATATTAGTGTGTGTAGTAGCAGGGGATGCATGAGCA

GGTATTTGGGCCCTGGTAGCCCTCTCCATCAAAAGCGGGAGAGAGAGCGTGTGG

GCCGCATGCTTCCTGGAGGATGGAAATGGGGGGAGTTCCGGTGAAGAGCGGCTG

GTTGGCATACTTTTATTTCCGCGTTTTTCGTTTGTGACCGTTACTACCATGCCCTTG

GTACCACGAACTTGTTTACATGGGTTGTAACTTATGCACTGTAAACTATATCTTGT

ATTGTTCGTTCATGTTATCTGTCGAGGAACGGATCCATCTGAAAAATTATGCAAG

TTCGCATGATCCGCTGTTACTGTTCACTGTC 


