
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.9G155700 

Gene Model: Sevir.9G155700.1.p 

Description: SvEXPB-17 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPB-17 

MSLTLSAVATCHRVQCMASKIHPLSFIAITALAFLLHPCASIEFRRELSGWSNGIATWY

GTADGAGSDAGACGFQNDVDQPPFSSMIAAGCSSIYDSGKGCGSCYQVVCTGNGAC

SGNPVTVVITDECPDCPCPDDQVHFDMSGTAFGAMAKPGQEGQLRGAGSIQIQYTRV

QCEWPGVNATFSVESGSSPSYLAVLIEYEDGDSDLDAVDIMQGGSGQWVPMQQSWG

AVWKLNSASPLQGPFDIRLTFSSGRVLVASNAIPAGWNAGVAYRSGGVAVARARPRS

GGCRSHDAAGTLSGLVYVLLLVLFVGLEL* 

CDS (coding sequence) 

>SvEXPB-17 

ATGTCTTTGACCTTATCAGCCGTGGCTACATGTCACAGGGTGCAGTGTATGGCTTC

CAAGATCCATCCGTTGTCTTTCATTGCCATCACAGCTCTTGCCTTTCTTCTCCACCC

TTGTGCATCCATTGAGTTCCGCCGTGAGCTCTCTGGTTGGTCCAATGGTATCGCTA

CATGGTATGGCACAGCTGATGGTGCAGGAAGTGACGCTGGTGCGTGTGGGTTCCA

GAATGATGTTGACCAGCCACCATTCTCCTCCATGATCGCCGCTGGCTGCTCTTCCA

TCTACGACTCTGGCAAGGGCTGTGGTTCTTGCTATCAGGTGGTGTGCACTGGCAA

TGGTGCTTGCTCTGGTAACCCGGTGACTGTTGTCATCACCGACGAGTGCCCTGACT

GCCCATGCCCGGATGACCAGGTGCACTTCGACATGAGCGGGACAGCGTTTGGTGC

CATGGCGAAGCCCGGCCAGGAAGGCCAGCTTCGTGGCGCCGGCTCCATCCAAAT

CCAGTACACACGTGTGCAGTGCGAGTGGCCTGGAGTGAACGCCACCTTCTCCGTG

GAGTCCGGGTCCAGCCCGAGCTACCTGGCCGTGCTCATCGAGTACGAGGACGGC

GACAGCGACCTCGACGCCGTGGACATCATGCAGGGCGGGTCGGGGCAGTGGGTG

CCGATGCAGCAGTCGTGGGGCGCCGTGTGGAAGCTGAACTCGGCTTCACCCCTCC

AGGGCCCCTTCGACATCCGCCTGACGTTCAGCTCCGGCAGGGTGCTCGTCGCCAG

CAACGCCATACCCGCGGGCTGGAACGCCGGCGTGGCGTACCGGTCGGGTGGCGT

GGCGGTGGCGAGGGCCAGGCCCAGGAGCGGTGGCTGCCGGAGCCACGACGCTGC

CGGGACACTCAGCGGGCTGGTGTATGTCCTCCTACTTGTGTTGTTTGTGGGATTGG

AGTTGTGA 

Nucleotide 

>SvEXPB-17 



CTTTTCGAGCATAAACCCTGTTCCCCCTCCCTCGCTCAACCTCCAGTCTCCGCTCC

CCGCCACCCCCATCGCTCGCTCCTCTGCTCCTCCTCGCGCCGCGGCGGCCGCCCCG

CCGCCGCCACCCACATTCAACGAAATCCACCTCTACTCGGGATACAACACGTGCC

ATCGCAGCCGCTTCTCCACTTCCCGGTCCGGACCCCCAAGTGCCAAGCCCCCAGG

CCCCGACGCCGACCGCCTCGTCGCTGCGCGCAACGCGTCCCCGGCCCCGGGCGGC

GGGAATCCGCAGGCCGGCTCTAGCTAGGTCCGCCGCTGGTACAGCTAGCGCGCTC

GAGCCTCGAGGCTCGCCTTTTGCTGGATTCTTGCCTGACCTTTGCCGGCATTTGGT

GCCCGCTGCAGGCAGCGGCGCCGGCGAGGAGCGTGCGCGTTGCTGCGGTGGGAG

ACGGCTGGGACGGCGGCCGCTCGGGCTGGTGGCGTGCGCGTGGCCGCGTCCGGG

CGTTGCAGCTTCGTGCTCTACACTGCTTTTGACTGTTAGTATCTACAGCCTACAGG

TAATTCTCCTCTGTTGTTGCTGCTGCTGCGAGAAATTTATATTTTTGACACCGTAA

ACACGTGGCTTCGCATATTTAGCACTCTAAAGATTGGCTGCGCAAATTTGACACC

CACAACATTGACACATTGATTTACTTGACATTAGACCTCTTTAATGATTTTATTTC

TTTCTTTTCCATTTATTGGATTGTGAAAGGACTAAACTACCCCTTGGTTTGTGTAA

GTACCTCTCTACCTCTAGTTCTCTGGTTCGATCAAATCAACCTGTCTACCTCTAGT

TCTCTGGTTCGATCAAATCAACCTTGCTTTATGTACGTGTTCTTATATTGAGTTGG

GGATAGTAGTTAATTCAGACCACGGCCGCTTCAAGGCCGGCGGGTAACACTTTTG

GAATTCTCTGCGTCATCTCAGCTATTGTCGTCTTTAACCGCTTTTCAAAATGAAGT

ATTCAAGTTCCACTGTATCAGATATTCAGATATGACTTGCGGACTTGTAACTTGTA

AGTAGGCAGTATGGGATCCTGACCATTCCTGGGACAAATTGTGCATTCAGCTGAT

AAAAGATGCTTGTACGTGGCATCTACAGATCCAAAGCCACCGCATAGTTTGCTCT

CTAAACTGCATCTACAGATGCAATCCTGAACGAATCTAGTCTTCGCAGAACTATG

GTTAGAAAAGGTCTGGATTGACTCTGTTCAATGTAAAGGGTCGAGGTGGTGAATG

TCAAGTTCTTATCTCAGTTAGTGACCAAACCTACCTCTGACCAGTGAAGTTTTTTT

TTCAAAGAGTTGCCGAACTAAAGTTATGAAGTTTTGGACATAATGATTCGTGTGA

CTGTATCATGTGACCTATCATAGAGGCAAGGTGATAGTACAGTATAGCATTATCA

CAAGAATGCAAGGAGCATCCAGTCTTACGAAATTTGACTCCATAATTCCATCATA

TCAGCTTTGGTAGTGTTAGGTATAATTAAATTTAACCGGTTTAAATTTCATCACTT

AAGGATGCTTGCTGTGGTCCATTGGATTAAATACTACTCCCTCCGTCCCAAATTAC

TATTCGTATAAGTTCTCCCTGGTTAAAAGAAGAAAAGAAAATGTAAGTTCTGAGT

AGCAACTCAGGACCTCATGCCAGCATTCTGATCTGATGAGCACATGATGCCTTCT

CATACCTACTTGGTTTGAAAATACATCATTAGCAACTCAAAATTCTCCCAAATTTA

CTCCCAGTTGGCAATTGGCATGCTGTTTGGTCATGATTAGACCGATGCATTCTGGA

TTAGAAAATGCACTGCCAAATCCTGTAACTCCTCTCCCCAAGGAGAGCAGCTGAC

TGTTCTTGATCATCTATGTCCTTATGCAAACTGTCCATCACACAGTGAAAATAGCG

CTTCTATTATCTAGTCTTCTCTCTCTCGCCGCCCTCTGTGTGCAATTCCACAATGTC

TTTGACCTTATCAGCCGTGGCTACATGTCACAGGGTGCAGTGTATGGCTTCCAAG

ATCCATCCGTTGTCTTTCATTGCCATCACAGCTCTTGCCTTTCTTCTCCACCCTTGT

GCATCCATTGAGTTCCGCCGTGAGCTCTCTGGTTGGTCCAATGGTATCGCTACATG

GTATGGCACAGCTGATGGTGCAGGAAGTGACGGTAAGAGATCATCTAAAAGTCA

ATCACATGCTGTAGCTCTTCCAAACAGAATGATGTAGCTGGTGTGTGTTTGTAAA

GTAACTTGCTTGAATTTTTCGATCACATGTTGTAGCTGGTGCGTGTGGGTTCCAGA

ATGATGTTGACCAGCCACCATTCTCCTCCATGATCGCCGCTGGCTGCTCTTCCATC

TACGACTCTGGCAAGGGCTGTGGTTCTTGCTATCAGGTACCTTAGCAGTTGAGAG

ATAGTGTGTTAACGAACGGTTGTGCATTGTCTGCGATTTGACATTTGAAGATTATT

CATCAGGTGGTGTGCACTGGCAATGGTGCTTGCTCTGGTAACCCGGTGACTGTTG

TCATCACCGACGAGTGCCCTGACTGCCCATGCCCGGATGACCAGGTGCACTTCGA



CATGAGCGGGACAGCGTTTGGTGCCATGGCGAAGCCCGGCCAGGAAGGCCAGCT

TCGTGGCGCCGGCTCCATCCAAATCCAGTACACACGGTACCCGCACAAGCCTGTT

TGCTTACTGTAAAGAGATTTTCAGTTCTATAAACGCCAATCTCTACCCTACTGTAC

AGTGTGCAGTGCGAGTGGCCTGGAGTGAACGCCACCTTCTCCGTGGAGTCCGGGT

CCAGCCCGAGCTACCTGGCCGTGCTCATCGAGTACGAGGACGGCGACAGCGACC

TCGACGCCGTGGACATCATGCAGGGCGGGTCGGGGCAGTGGGTGCCGATGCAGC

AGTCGTGGGGCGCCGTGTGGAAGCTGAACTCGGCTTCACCCCTCCAGGGCCCCTT

CGACATCCGCCTGACGTTCAGCTCCGGCAGGGTGCTCGTCGCCAGCAACGCCATA

CCCGCGGGCTGGAACGCCGGCGTGGCGTACCGGTCGGGTGGCGTGGCGGTGGCG

AGGGCCAGGCCCAGGAGCGGTGGCTGCCGGAGCCACGACGCTGCCGGGACACTC

AGCGGGCTGGTGTATGTCCTCCTACTTGTGTTGTTTGTGGGATTGGAGTTGTGAAG

TGTGGACTGAACTACATTCTCGAAAAAAAAAAGTGTGGACTGAACTGCGATGCAT

TTCTGGCGCTACTCTCCGTCCATGTAAATATATACAGCATATATGTTCATGAGAAG

GCACATGTTATGTTC 




