
IDENTIFICATION 

Species: Ricinus communis 

Locus: 30076.m004515 

Gene Model: 30076.m004515 

Description: RcEXPA-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Rcommunis_v0_1  

KEGG: https://www.genome.jp/entry/T01087  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Rcommunis_v0_1
https://www.genome.jp/entry/T01087


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>RcEXPA-11 

MATPCVFSSFILLLGLLFAKPYVASAAWLRAHATFYGGGDASGTMGGACGYGNLYT

DGYGTKTAALSTALFNDGKSCGGCYQIICDATKVPQWCLRGTSITITATNFCPPNYNL

PNDNGGWCNPPRPHFDMSQPAFQTIAKYRAGIVPVIYRKVRCKRSGGIRFTINGKNYF

ELVLISNVGGAGEISKVWIKGSKSNKWESMSRNWGANWQSLRYLNGQSLSFRVQAS

DGRTLTAPNVAPSNWVFGQSFKSNLQF 

CDS (coding sequence) 

>RcEXPA-11 

ATGGCGACTCCTTGCGTCTTTAGCAGCTTCATACTTTTGTTAGGGCTGCTTTTTGC

AAAACCATACGTAGCATCAGCGGCCTGGCTACGAGCCCATGCAACTTTCTACGGT

GGAGGTGACGCTTCTGGTACAATGGGTGGTGCCTGTGGATATGGTAATCTTTATA

CCGATGGTTATGGAACCAAAACTGCTGCACTGAGCACTGCTTTGTTCAATGATGG

AAAGTCATGTGGTGGTTGCTATCAAATTATCTGCGATGCCACTAAAGTCCCTCAA

TGGTGCCTTAGGGGAACTTCTATTACTATTACTGCTACGAATTTCTGTCCACCAAA

TTATAATCTTCCTAATGATAATGGAGGATGGTGCAACCCCCCACGACCTCACTTT

GACATGTCTCAACCCGCCTTTCAGACTATTGCCAAGTACAGGGCCGGAATCGTAC

CTGTCATTTATAGGAAAGTGAGATGCAAGAGAAGTGGGGGCATAAGATTTACCA

TCAATGGCAAGAACTATTTTGAGCTAGTGCTTATATCAAATGTAGGAGGAGCTGG

AGAGATTTCCAAGGTTTGGATCAAAGGGTCAAAATCCAATAAATGGGAATCCAT

GTCACGGAATTGGGGTGCCAATTGGCAAAGCTTAAGATATCTCAATGGCCAGAGC

TTGTCTTTTAGAGTCCAAGCTAGCGATGGGAGGACCCTGACAGCTCCTAATGTTG

CACCTTCCAATTGGGTTTTCGGCCAATCTTTCAAAAGCAACCTCCAATTTTAG 

Nucleotide 

>RcEXPA-11 

ATGGCGACTCCTTGCGTCTTTAGCAGCTTCATACTTTTGTTAGGGCTGCTTTTTGC

AAAACCATACGTAGCATCAGCGGCCTGGCTACGAGCCCATGCAACTTTCTACGGT

GGAGGTGACGCTTCTGGTACAATGGGTTAGTGTCCATTTTAAATTCCATGTTTCTA

CATATTGCTCAATTTCTCCATCCATGAATTAGCTAGCTAAATCTTGTCAACTGTCC

TTAATATGTATGTAGGTGGTGCCTGTGGATATGGTAATCTTTATACCGATGGTTAT

GGAACCAAAACTGCTGCACTGAGCACTGCTTTGTTCAATGATGGAAAGTCATGTG

GTGGTTGCTATCAAATTATCTGCGATGCCACTAAAGTCCCTCAATGGTGCCTTAG

GGGAACTTCTATTACTATTACTGCTACGAATTTCTGTCCACCAAATTATAATCTTC



CTAATGATAATGGAGGATGGTGCAACCCCCCACGACCTCACTTTGACATGTCTCA

ACCCGCCTTTCAGACTATTGCCAAGTACAGGGCCGGAATCGTACCTGTCATTTAT

AGGAAGTATGTTCTCAATCCTCTTTAATAACTCAAATTTCTTTCATATGTAAATCA

ATATCGAAGTTGTATCAGTTCGCTGGTATGTAACTATATATTATATATATACATAA

TTTCTTTAGAGTGACACTCGAAGATTTCCAAAACTTAAACTTGAAATATCCTGAC

AGAGATCATAAGGTTCATGATCCTTAAGACAGATGATATTAGTTATTGATAACCA

AATTGTTTTCTTTTTGGTGACTCAGAGTGAGATGCAAGAGAAGTGGGGGCATAAG

ATTTACCATCAATGGCAAGAACTATTTTGAGCTAGTGCTTATATCAAATGTAGGA

GGAGCTGGAGAGATTTCCAAGGTTTGGATCAAAGGGTCAAAATCCAATAAATGG

GAATCCATGTCACGGAATTGGGGTGCCAATTGGCAAAGCTTAAGATATCTCAATG

GCCAGAGCTTGTCTTTTAGAGTCCAAGCTAGCGATGGGAGGACCCTGACAGCTCC

TAATGTTGCACCTTCCAATTGGGTTTTCGGCCAATCTTTCAAAAGCAACCTCCAAT

TTTAG 


