
IDENTIFICATION 

Species: Musa acuminata 

Locus: GSMUA_AchrUn_randomP06310_001 

Gene Model: GSMUA_AchrUn_randomP06310_001 

Description: MacEXPB-08 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Macuminata_v1  

KEGG: https://www.genome.jp/entry/T03447   

EXTERNAL RESOURCES 

https://banana-genome-hub.southgreen.fr/ 

https://musabase.org/  

https://phytozome-next.jgi.doe.gov/info/Macuminata_v1
https://www.genome.jp/entry/T03447
https://banana-genome-hub.southgreen.fr/
https://musabase.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MacEXPB-08 

MTSSSSSSCGFFLFLFCFLFFFFDAGEAFAVFDPHWHPATATWYGSAEGDGSDGGAC

GYGTLVDVKPLRARVGAVSPVLFKGGEGCGACYKVRCLDPAICSRRAVTVIVTDECP

GGYCASGHTHFDLSGAAFGRMAVAGEAGQLRDRGEISVIFCRTPCKYPGKNIAFHVN

EGSTNFWLSLLVEFEGDDGDIGSMHIKQANSMKWLEMKHVWGASWCIIGGPLQGPF

SVKLTTLTTQRTLSARDVIPRNWSPKATYTSRLNFL* 

CDS (coding sequence) 

>MacEXPB-08 

ATGACTTCTTCCTCCTCCTCCAGCTGCGGCTTCTTTTTGTTCTTGTTTTGCTTCCTCT

TCTTCTTCTTCGACGCCGGCGAGGCGTTTGCGGTTTTCGACCCGCATTGGCACCCG

GCGACTGCCACGTGGTACGGCAGCGCCGAGGGCGACGGCAGCGACGGTGGAGCG

TGCGGGTACGGGACGCTGGTGGACGTGAAGCCGCTGCGGGCGCGGGTGGGGGCG

GTGAGCCCGGTGCTGTTCAAGGGCGGCGAGGGCTGCGGCGCCTGCTACAAGGTG

CGGTGCCTCGACCCCGCCATCTGCTCCCGCCGCGCCGTCACCGTCATCGTCACCG

ACGAGTGTCCCGGCGGGTACTGCGCCTCCGGCCACACGCATTTCGACCTCAGCGG

TGCCGCTTTCGGCCGCATGGCCGTCGCGGGCGAGGCCGGCCAGCTGCGCGACCGT

GGCGAGATCTCCGTCATATTCTGCAGGACTCCATGCAAGTACCCGGGAAAGAATA

TCGCGTTTCATGTAAACGAAGGTTCCACGAACTTTTGGCTCTCTCTTCTTGTGGAG

TTTGAGGGTGATGATGGAGATATCGGATCCATGCATATAAAACAAGCAAATTCCA

TGAAGTGGCTAGAGATGAAGCACGTGTGGGGAGCGAGTTGGTGCATCATTGGGG

GACCTCTGCAGGGGCCATTCTCAGTGAAGCTCACCACATTGACCACCCAAAGGAC

CCTCTCAGCCCGGGACGTGATTCCAAGAAACTGGTCTCCCAAGGCCACCTACACC

TCTCGCCTTAACTTCCTTTGA 

Nucleotide 

>MacEXPB-08 

CTTGGCCTCCTGGAAGCCTAAAAGCGAGGAGAGAAGCTCACAATGACTTCTTCCT

CCTCCTCCAGCTGCGGCTTCTTTTTGTTCTTGTTTTGCTTCCTCTTCTTCTTCTTCGA

CGCCGGCGAGGCGTTTGCGGTTTTCGACCCGCATTGGCACCCGGCGACTGCCACG



TGGTACGGCAGCGCCGAGGGCGACGGCAGCGACGGTGAGCTCTCGCCCTTCCCTA

CCTCTTCCCCTTCCCCTCGCCACCATTAGATTAAGATCGGACGGGCGCGCACGTG

AGCTTGCGTTTCTAGCCGTTGGCGGCTTCGTAGCCGTTGGGCGTTCACCCCGCTTG

CTCGCGGGTCCCGCTTGACTCTGGCTGCGTGGCAAGAGCGGTGTGGTGGATGAAG

GCGTTGCGTGTGTAGGGCGACGACCGTATCTCATCGTGTTGGCCGTCGCCCTCCTT

TGGTGCTAATTTGGCCGCCTCCGTGCAGTCATGGAAATAAAGCTTTGGTGATGGT

TCGTGGATGGCAGGTGGAGCGTGCGGGTACGGGACGCTGGTGGACGTGAAGCCG

CTGCGGGCGCGGGTGGGGGCGGTGAGCCCGGTGCTGTTCAAGGGCGGCGAGGGC

TGCGGCGCCTGCTACAAGGTGCGGTGCCTCGACCCCGCCATCTGCTCCCGCCGCG

CCGTCACCGTCATCGTCACCGACGAGTGTCCCGGCGGGTACTGCGCCTCCGGCCA

CACGCATTTCGACCTCAGCGGTGCCGCTTTCGGCCGCATGGCCGTCGCGGGCGAG

GCCGGCCAGCTGCGCGACCGTGGCGAGATCTCCGTCATATTCTGCAGGTAAGCTA

AGCATCGAAACATCGATGACGACAACCCCGTTTACCACATTTATGTGCAAATGTC

GACATTTTCGTGCAAAAGACGACATTTTCGGACGCCCCTTATTTTGTTCATCATAC

AAGACAGGGAACTGCTTTTGGCATTTTTATGCAATTGTTTGTTGTCTCATATATGT

GTGAGTGTGACTTGAGCATATTAGATCGGTGGCTATCGAGATTCCTGACAATTTT

CATAGTCATGCACATAGTAATCACCAAATTTATGAGAAATCTTTTACTGGTGAAC

TCAAATTAAACTTAAAAAAGTTACCGCAGAGTGAGATAGAGAGCATAAGATTTG

ATCTGGAACATGAAAAAAGATTGCTGAATGATGTTGCTCCTTATAGAACTGAATA

CTAGCACTAATTAGTCCTTAATGCTAAAACCGGCTCCTAAAATTGGATTATAAGT

TGGTGTTGTGGGATCATCAGATAGAGAAGGTTGTGTTAATTCTGTTGATGAAAGG

GATCAGAAGCTTTCCTTGATGCTCATCAGAGCAGTCTATGAAGCATGTGATTTTA

CTGTTTAGCTCTACCAATCTCTTGAATTTTCAGAGTAATTGTCAAATTAGCCTGGA

AAAATCATAGAGCATCAGCCAAAGTCGAGGATTATATCGGAAATCCACCACCAT

GTGATTTAATTCTTACATTAGCAAATATAGTTCGATCAAAAATTTATCTTCGAATG

TTGTATTTTTCAGGACTCCATGCAAGTACCCGGGAAAGAATATCGCGTTTCATGT

AAACGAAGGTTCCACGAACTTTTGGCTCTCTCTTCTTGTGGAGTTTGAGGGTGATG

ATGGAGATATCGGATCCATGCATATAAAACAAGTACAATTTCCTACCTTATATCT

GTTTTATGTTCTTATCTAAGTTGTAGTTTGATGCTTCTCCTACATGAACCGGCACA

GATGGAAATGATGCAGTTTGTTCCACAATCTGTTTGTAGCTAAAATATTTAGGTG

ACAGATCAGCTCTGCTCTAGGAGTTTTGCTGCAATTTATCCTCCTCTTTTTATGGTT

GTAAAAGTAACATTTATCTAAACAATAAAGCCCAAACAAATGTCCCAGTGTCTGG

TTTGCCTGTCTGCCACAAGTTGGTCTGCCTATTTATCATCTTTGAAGAAAATAGGA

GTTGTGTTGACCGGGCAAATCCAATCCATCATCAGTAGCTCATCAAGTTGTAGTTT

TATTTATGAAGATAAGATTTCATCAAGGATTCTGCTATTTGTCTGACATGACTGTA

GATATTGCAGTGATGAATGTTTGTTGTTGTCTTAGAGGAGAGTGATAAGTATAAT

AATGCTAAGAATCTTAGAAGAACTTTCTTGTTGTTAGTGTTGTGGGCCAAAACCT

GATTGATGAATGCACTCACAACTTTAAGACAAGAATTGATGCAACTAAAGCTCTT

TATTCTTCTCCTCTTTGGAGCTAAAGTTGCAGGCAGCACTCTTGATCCCACTTTTT

AGGATTCATATTTCTCGGTCACCGATTCCTCATTACATTGGAAGGTTGGAAAGGC

TCCTCCCTGTCCGGTCAAGAACTGATCCATTTCTTTTGCAGTTAAGTGCATATTTC

TCTTGCAGGCAAATTCCATGAAGTGGCTAGAGATGAAGCACGTGTGGGGAGCGA

GTTGGTGCATCATTGGGGGACCTCTGCAGGGGCCATTCTCAGTGAAGCTCACCAC

ATTGACCACCCAAAGGACCCTCTCAGCCCGGGACGTGATTCCAAGAAACTGGTCT

CCCAAGGCCACCTACACCTCTCGCCTTAACTTCCTTTGA 




