
IDENTIFICATION 

Species: Anacardium occidentale 

Locus: Anaoc.0020s0582 

Gene Model: Anaoc.0020s0582.1.p 

Description: AocEXPA-29 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AocEXPA-29 

MGSIAVPSVLLCHFFFFFFFIGLMFEFEGIHCQAGPWLNAHATFYGANQSPSTLGGAC

GYDNTVHAGFGINTAAVSGALFRGGEACGACYQLTCDFKADPKWCLRRVTVTVTA

TNFCPPNNNGGWCDPPRQHFDMSMPAFLGIARQGNEGIVPVLYRRVPCKRRGGVHF

TLRGQSNFNVVMISNVGGSGDVRAAWVRGSTSRTWVAMQRNWGANWSTDIDLRN

QRLSFKITLVDQKTLQFFNIVPPSWRFGQTYSSKNQFPS* 

CDS (coding sequence) 

>AocEXPA-29 

ATGGGTTCCATTGCTGTTCCTTCTGTGTTGCTCTGTCACTTCTTCTTCTTCTTCTTCT

TCATTGGGTTGATGTTCGAGTTCGAGGGCATTCATTGCCAAGCTGGTCCTTGGCTT

AATGCCCATGCAACTTTCTATGGAGCCAACCAGAGCCCCTCCACTCTTGGGGGAG

CTTGTGGTTATGATAACACCGTCCATGCCGGCTTCGGAATCAACACGGCTGCCGT

GAGTGGCGCACTTTTCAGAGGCGGAGAGGCGTGCGGTGCTTGCTACCAGTTGACA

TGCGACTTCAAGGCTGATCCAAAGTGGTGTCTCCGCCGTGTCACTGTCACTGTAA

CAGCCACCAACTTCTGCCCTCCGAATAACAACGGCGGCTGGTGTGACCCGCCTCG

CCAACACTTCGACATGTCCATGCCCGCTTTCTTGGGCATTGCTCGACAAGGCAAC

GAAGGCATCGTCCCCGTCCTTTATCGAAGAGTGCCCTGCAAGAGGAGAGGCGGC

GTCCATTTCACATTGAGGGGCCAATCCAATTTCAACGTGGTGATGATTTCCAATGT

GGGCGGCAGCGGCGACGTGCGAGCTGCATGGGTGAGAGGCTCAACGTCCAGAAC

GTGGGTGGCCATGCAGAGAAACTGGGGCGCAAATTGGTCCACCGACATCGATCTT

CGAAACCAAAGACTCTCTTTTAAGATCACCTTGGTCGATCAAAAAACTCTTCAAT

TCTTCAATATCGTGCCTCCGTCGTGGAGATTTGGCCAGACATATTCTTCCAAGAAT

CAGTTCCCCAGTTAA 

Nucleotide 

>AocEXPA-29 

ATGGGTTCCATTGCTGTTCCTTCTGTGTTGCTCTGTCACTTCTTCTTCTTCTTCTTCT

TCATTGGGTTGATGTTCGAGTTCGAGGGCATTCATTGCCAAGCTGGTCCTTGGCTT

AATGCCCATGCAACTTTCTATGGAGCCAACCAGAGCCCCTCCACTCTTGGTAATTT

TATTGGTTCTTTCTTCATTTTAGACAATAGTATTCGATATTGATCATATTTTGGGTG

TATTTATTAGGGGGAGCTTGTGGTTATGATAACACCGTCCATGCCGGCTTCGGAA



TCAACACGGCTGCCGTGAGTGGCGCACTTTTCAGAGGCGGAGAGGCGTGCGGTG

CTTGCTACCAGTTGACATGCGACTTCAAGGCTGATCCAAAGTGGTGTCTCCGCCG

TGTCACTGTCACTGTAACAGCCACCAACTTCTGCCCTCCGAATAACAACGGCGGC

TGGTGTGACCCGCCTCGCCAACACTTCGACATGTCCATGCCCGCTTTCTTGGGCAT

TGCTCGACAAGGCAACGAAGGCATCGTCCCCGTCCTTTATCGAAGAGTGCCCTGC

AAGAGGAGAGGCGGCGTCCATTTCACATTGAGGGGCCAATCCAATTTCAACGTG

GTGATGATTTCCAATGTGGGCGGCAGCGGCGACGTGCGAGCTGCATGGGTGAGA

GGCTCAACGTCCAGAACGTGGGTGGCCATGCAGAGAAACTGGGGCGCAAATTGG

TCCACCGACATCGATCTTCGAAACCAAAGACTCTCTTTTAAGATCACCTTGGTCG

ATCAAAAAACTCTTCAATTCTTCAATATCGTGCCTCCGTCGTGGAGATTTGGCCAG

ACATATTCTTCCAAGAATCAGTTCCCCAGTTAACATATACATATATATGTCCAAG

AACTATTTTCTTTTTATATATAGTTTGTGGACATAATTAAGAAATATAAATAATAT

TAAATATTAAAAAAAATTTATATTGAGTTTGGAAACATTTTTAAATTCGGTTTG 




