IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0020s0582

Gene Model: Anaoc.0020s0582.1.p
Description: AocEXPA-29
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9

GENE STRUCTURE

AocEXPA-29
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Legend:
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DOMAIN ARCHITECTURE
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Query seq.
Superfanilies

PLnoo1ss
List of domain hits o

+ Name Accession Description Interval E-value
[+] PLN00193 super family 34 expansin-A; Provisional 37-260 1.65¢-94
SEQUENCES

Peptide

>A0cEXPA-29

MGSIAVPSVLLCHFFFFFFFIGLMFEFEGIHCQAGPWLNAHATFYGANQSPSTLGGAC
GYDNTVHAGFGINTAAVSGALFRGGEACGACYQLTCDFKADPKWCLRRVTVTVTA
TNFCPPNNNGGWCDPPRQHFDMSMPAFLGIARQGNEGIVPVLYRRVPCKRRGGVHF
TLRGQSNFNVVMISNVGGSGDVRAAWVRGSTSRTWVAMQRNWGANWSTDIDLRN
QRLSFKITLVDQKTLQFFNIVPPSWRFGQTYSSKNQFPS*

CDS (coding sequence)
>A0CEXPA-29

ATGGGTTCCATTGCTGTTCCTTCTGTGTTGCTCTGTCACTTCTTCTTCTTCTTCTTCT
TCATTGGGTTGATGTTCGAGTTCGAGGGCATTCATTGCCAAGCTGGTCCTTGGCTT
AATGCCCATGCAACTTTCTATGGAGCCAACCAGAGCCCCTCCACTCTTGGGGGAG
CTTGTGGTTATGATAACACCGTCCATGCCGGCTTCGGAATCAACACGGCTGCCGT
GAGTGGCGCACTTTTCAGAGGCGGAGAGGCGTGCGGTGCTTGCTACCAGTTGACA
TGCGACTTCAAGGCTGATCCAAAGTGGTGTCTCCGCCGTGTCACTGTCACTGTAA
CAGCCACCAACTTCTGCCCTCCGAATAACAACGGCGGCTGGTGTGACCCGCCTCG
CCAACACTTCGACATGTCCATGCCCGCTTTCTTGGGCATTGCTCGACAAGGCAAC
GAAGGCATCGTCCCCGTCCTTTATCGAAGAGTGCCCTGCAAGAGGAGAGGCGGC
GTCCATTTCACATTGAGGGGCCAATCCAATTTCAACGTGGTGATGATTTCCAATGT
GGGCGGCAGCGGCGACGTGCGAGCTGCATGGGTGAGAGGCTCAACGTCCAGAAC
GTGGGTGGCCATGCAGAGAAACTGGGGCGCAAATTGGTCCACCGACATCGATCTT
CGAAACCAAAGACTCTCTTTTAAGATCACCTTGGTCGATCAAAAAACTCTTCAAT
TCTTCAATATCGTGCCTCCGTCGTGGAGATTTGGCCAGACATATTCTTCCAAGAAT
CAGTTCCCCAGTTAA

Nucleotide
>A0cEXPA-29

ATGGGTTCCATTGCTGTTCCTTCTGTGTTGCTCTGTCACTTCTTCTTCTTCTTCTTCT
TCATTGGGTTGATGTTCGAGTTCGAGGGCATTCATTGCCAAGCTGGTCCTTGGCTT
AATGCCCATGCAACTTTCTATGGAGCCAACCAGAGCCCCTCCACTCTTGGTAATTT
TATTGGTTCTTTCTTCATTTTAGACAATAGTATTCGATATTGATCATATTTTGGGTG
TATTTATTAGGGGGAGCTTGTGGTTATGATAACACCGTCCATGCCGGCTTCGGAA



TCAACACGGCTGCCGTGAGTGGCGCACTTTTCAGAGGCGGAGAGGCGTGCGGTG
CTTGCTACCAGTTGACATGCGACTTCAAGGCTGATCCAAAGTGGTGTCTCCGCCG
TGTCACTGTCACTGTAACAGCCACCAACTTCTGCCCTCCGAATAACAACGGCGGC
TGGTGTGACCCGCCTCGCCAACACTTCGACATGTCCATGCCCGCTTTCTTGGGCAT
TGCTCGACAAGGCAACGAAGGCATCGTCCCCGTCCTTTATCGAAGAGTGCCCTGC
AAGAGGAGAGGCGGCGTCCATTTCACATTGAGGGGCCAATCCAATTTCAACGTG
GTGATGATTTCCAATGTGGGCGGCAGCGGCGACGTGCGAGCTGCATGGGTGAGA
GGCTCAACGTCCAGAACGTGGGTGGCCATGCAGAGAAACTGGGGCGCAAATTGG
TCCACCGACATCGATCTTCGAAACCAAAGACTCTCTTTTAAGATCACCTTGGTCG
ATCAAAAAACTCTTCAATTCTTCAATATCGTGCCTCCGTCGTGGAGATTTGGCCAG
ACATATTCTTCCAAGAATCAGTTCCCCAGTTAACATATACATATATATGTCCAAG
AACTATTTTCTTTTTATATATAGTTTGTGGACATAATTAAGAAATATAAATAATAT
TAAATATTAAAAAAAATTTATATTGAGTTTGGAAACATTTTTAAATTCGGTTTG






