IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G300400

Gene Model: Sobic.001G300400.1.p
Description: SbEXPB-02

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086
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Query seq.

Specific hits B 3

| Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits L
+ Name Accession Description Interval E-value
[+] DPBE_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 35-168 3.86e-70
[+ Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P, Pll and P1il from Lolium perenne. 176-251 2.73e-26

MASKIQLLSSIAILAFASHLHPCVSIEFRHELSSWTTGIATWYGDANGAGSEGGACGY
QYAVDQPPFSSLIAAGSPFIYDSGNGCGSCYQVVCSSNQACSGYPVTVVITDQGPGGG
PCLSQASDGMCLNEGAHFDMSGTAFGAMAKPGMADQLRAAGLLQIQYTRVQCEWP
GVDVTFSVDSGSNPNYLAVLIEYEDSESDLSAVDIMQNSAGQWVPMQHSWGAIWRL
DSGSALHGPFHLRLTFSSGRVLIASNAIPAGWTPGVAYRAGGVAVTRARPRSGGGRIH
EAAGTFSSLVYHLLMFVVLVL*

CDS (coding sequence)
>SbhEXPB-02

ATGGCTTCCAAGATCCAGCTCTTGTCCTCCATCGCCATTTTAGCTTTTGCCTCACA
CCTTCACCCTTGTGTGTCCATTGAGTTTCGCCATGAGCTCTCCAGCTGGACCACTG
GCATAGCTACGTGGTATGGTGATGCTAATGGCGCTGGAAGTGAAGGTGGTGCATG
TGGGTACCAATATGCTGTTGACCAACCACCATTCTCATCCTTGATTGCTGCCGGCA
GCCCTTTCATCTATGACTCTGGCAACGGATGTGGCTCTTGCTATCAGGTGGTATGT
TCTAGCAATCAAGCTTGCTCTGGTTACCCGGTGACTGTTGTCATCACCGACCAGG
GCCCTGGTGGTGGTCCATGCCTGAGCCAAGCAAGTGATGGCATGTGCCTAAATGA
GGGAGCCCACTTTGACATGAGTGGGACTGCATTTGGTGCCATGGCAAAGCCTGGA
ATGGCCGATCAACTCCGTGCTGCTGGCCTGCTGCAAATCCAATACACTCGTGTGC
AGTGCGAATGGCCTGGAGTTGATGTAACTTTCTCTGTTGACTCTGGCTCGAACCC
GAACTATCTGGCTGTGCTGATCGAGTACGAGGACAGTGAAAGCGATCTTTCGGCC
GTCGACATCATGCAGAACTCGGCAGGACAATGGGTGCCTATGCAGCATTCATGGG
GTGCGATTTGGAGGCTCGACTCGGGCTCTGCCCTTCACGGCCCGTTCCACCTCCGC
CTGACATTCAGCTCAGGCAGGGTACTCATAGCCAGCAATGCCATACCTGCAGGGT
GGACTCCGGGTGTGGCGTACCGGGCAGGTGGAGTGGCGGTGACTAGGGCCAGGC
CCAGGAGTGGTGGCGGCCGGATCCATGAGGCTGCTGGAACATTTAGCAGTTTGGT
GTATCACCTTCTGATGTTTGTGGTATTGGTGTTGTGA

Nucleotide

>SbEXPB-02



CTCCGACCCCTCGGCCCTCGCGCTCGCAAGCTCCACTCTGCCCGTCGCAGCCCCTG
TCTGTTTCCTTCCCCTCGCCAGCTCGCCGCCGCCGCCGCATCCACTCCTGCACCGC
CGCTGTCCACATTCCTCCGAGCCCACTTTCTCCTCGTAGCCGTCTCCTCTCCAGTA
TCCACAGCTAGGCCGAAGCCGCAGCCCCCAATGGCGGCCCGCGGCCGCCTCGTCG
TTGCGTGCCGCGGCTTTAGCCGCCACATGCCCCACAGCGCGGGTGGGATCCGCCG
CCCTCAGATCTGTCTGATGCACGGCTGGTGCGCTTGAAGTTTCGCTGACATTGGG
GGTGGTTTCCCGTTTCCTCAGCGCCTGAGGGCCTTGCTCGTTGCTGCGGCGGGGTG
GCCAGGTCCGGTGCGATGCGTTCCTCATCTTTCAATTCTAACTTGGTGTATATCAC
AGGTGTACTGAACTGTATTTTTCGTCTGCAGGGGAGCGTGGGTTCGCATAGCGCG
GTGGCGTCCAAATCCGGCCGACAAGTCCGTTAGAACTTAGTGTAAGTCCATATCG
GTATCTGTGTGTTCGAAAATTATGCGTCAGGATGCATACAGAACAAACAATTTCA
TTGGTTCTTGTTTCTGAGTAACCAGCAAATTTACTTCACTTTAGGTTAGGTTTGAT
TTCGATATCTGGAGCCCCGACTTGATTAGGACTAGTCTCGTTTTGCAACTTTTTGG
CATACTGGTATCCGAGATGAGTTGGAACTAGGGAGTGTGAAAGCTGCATTGTTGT
GGAGCAGAAAATGGCATTCAACCTATAACAGATGGCCAGATGCTTTGTCCTGTGT
TTGGTTGTGTTGAAGTTGAAATGATCTCAGTTAAAGGCTAAGGTCCTTAGCCATT
GTTCGCGTCAATCAATTGCTGTCAAAAGTATAAATATATGTAGATAGATGTATTC
AAATATTCCTATCATGTGACCTAGAGGTTTCAATGTAAAAGTACAATGAGATAGA
AATTCAACCATTCATCTCAATTCTCAAGCCCCCAAACGGTGAGGATTGAAATTTC
TGTAGGCTTTGGAGTCTGTTGGCATGATGATATTCCAGAACATTGTGTAGGTACCT
AGCCATAGCAAGAACTAGAAACTGGCCTCATTGTGGAGAATCATGGAAGGAGAT
GAGGCATATATGGGATGTTGTTTCTTTCTAGAGATTAATTTGAGCAAGAATGACA
TGCTTTTTTTCTTCTATCTATCAAGCATGAAGGGTGGTGTGGTGCTAGTTCTATCT
GGGTGGGGTGGGGTGATGGTGGTGGTGGGGTGGATGATGTGCGACGAGAACTTT
AAGTGATAGATGCAAAGTGGTGCCCATAAAGAAGGTAGAACAATGAATTTGGCT
AGAATGGTTCAATGTACAGTTTGCTTCTTAGCATAAGCCTTAGATTATTGTATAAT
GAGTAAGTGATAAACTAATAACTTTTTAAGATGAAGTAACTTCAATATGTGAATA
TTTTGTACGTTCTTCATTTCGCGTTTAACCTTATGATCTGATGAAGCTTATTTTGTT
ACCTCAATGACTAGATCTATTTTTTCAGAGGTGACAGAAAGTAATATGTCATTTTA
TCAACATAGTATTTTGACTTCTTTATACCTCATCTAAATCTGAGTACAAGCTAGGG
TCATTGGCTCATTGTTATGCTAAATATGTGCATAAATGTTTGAGTTTATAAGATAA
AAATTGATTAGGCAAACCTCGTTCTTTTTATAAACCATGGTATGTAACGGTGCTTC
ACCCTGTGGGATTAAAGAAGAAAATACTGCTTAATTGTCTTTGCTTTTCTCTTTAT
AATATTTGACATCAGTATAGCTTTTGTGAAAGTTCAGATAAGGGAATAGAATAAC
ACATTAGAATACGTTTTAATTATTTCGGCCATAGTGACTAACTCAAGTTGATGAA
AGTGACACTATCAAAATCTGAGGACATGCGGAATAGAATAGCCCATTAGAACAA
AGAGGGGACTAACATTAGTTCATGAAACTTCATCTGAATCCGATTAAGGCTGTGG
AGGTCATGTGGATATTCTTGTGAAGGTAGAAGTGATTGTTCATAGAGTAAAAACT
AGAAATTAATGATCTCACAGAGGTTTGCTGTATTAATTCATAATCCTGTCATATTA
TCTTGGATGCTGTTAGGTATCTTTCAATACGATCCTTTGCAGACTGTATTCATAGT
TCCATCATAATGAAATATCATAACATAGGATTTGTCTTGGTGCATTGACTTCTACT
CAAGATCTAAATAACAATTTTGTGTTATATCATCATCTTTGTTTGAATGTGCATAT
ATATCATTAGTTATTAGTTACTTCATACCTGTTTGGCTGTCCCAAATCTTCTCCCA
ATTAGCCTTTGATTTTTGGTTTATTATTTTGATAATGATGAATCATGAATTTCTTGT
TATAATGGAAAACAGAAAACTGCACTGTGAAGTACAGCAGGTCGATGTCCCCAA
AGAGCAACCCTGTTCTTTTGTCCTTGACCATCTGGCTTATTACATCAACTGTCCCC
TGAATATACATCACATAGCGAACACCACTCTACTTGTCCTTGTCCCCTCTCTCTCT




CCCCCCCCCCCCCCCCTCGCAAATTCACAGTATTTTGGGCCTCATCAGCTGTAGTT
TGATGTCACAGTGCAGATTTCAGTATGGCTTCCAAGATCCAGCTCTTGTCCTCCAT
CGCCATTTTAGCTTTTGCCTCACACCTTCACCCTTGTGTGTCCATTGAGTTTCGCCA
TGAGCTCTCCAGCTGGACCACTGGCATAGCTACGTGGTATGGTGATGCTAATGGC
GCTGGAAGTGAAGGTAATAGTTACATAATATCCATTGTCTCAACAGTCACCATAT
AATAGCTCATGTCAAACTGGTGTATGCCTTGAATAGTTAATTTTCAACGCATGCAT
GTCTCAGTTACACCTTTTGTAGGTGGTGCATGTGGGTACCAATATGCTGTTGACCA
ACCACCATTCTCATCCTTGATTGCTGCCGGCAGCCCTTTCATCTATGACTCTGGCA
ACGGATGTGGCTCTTGCTATCAGGTGCGTGTACCTCTTTGTGATTGAGGCTCTTGC
ATGTATGCATGCATGGCTGCTATTTGACATTTAGAAATGCTGATTGATCAGGTGG
TATGTTCTAGCAATCAAGCTTGCTCTGGTTACCCGGTGACTGTTGTCATCACCGAC
CAGGGCCCTGGTGGTGGTCCATGCCTGAGCCAAGCAAGTGATGGCATGTGCCTAA
ATGAGGGAGCCCACTTTGACATGAGTGGGACTGCATTTGGTGCCATGGCAAAGCC
TGGAATGGCCGATCAACTCCGTGCTGCTGGCCTGCTGCAAATCCAATACACTCGG
TATGTACACTCTTTCTTCATGGACTTAGCTTAGCTGCACCAAAAACGGCTGCTTGC
AACGAACTATCCCATGTTTTTTAACTCATTTATTTATGCTGACCTTTGTCATGATG
CATGCATATATGGATATACAGTGTGCAGTGCGAATGGCCTGGAGTTGATGTAACT
TTCTCTGTTGACTCTGGCTCGAACCCGAACTATCTGGCTGTGCTGATCGAGTACGA
GGACAGTGAAAGCGATCTTTCGGCCGTCGACATCATGCAGAACTCGGCAGGACA
ATGGGTGCCTATGCAGCATTCATGGGGTGCGATTTGGAGGCTCGACTCGGGCTCT
GCCCTTCACGGCCCGTTCCACCTCCGCCTGACATTCAGCTCAGGCAGGGTACTCA
TAGCCAGCAATGCCATACCTGCAGGGTGGACTCCGGGTGTGGCGTACCGGGCAG
GTGGAGTGGCGGTGACTAGGGCCAGGCCCAGGAGTGGTGGCGGCCGGATCCATG
AGGCTGCTGGAACATTTAGCAGTTTGGTGTATCACCTTCTGATGTTTGTGGTATTG
GTGTTGTGAATTCTGATGCAAATACAGCTTTGGTAGTTTTGAGAAGCAAATTTAA
CCATTTAGGACTATCCAGGGATTTAGATGTGCATTTTGATGTTTTCTTGTAGGCCT
GAGAGAGTTGAGTGTTGTGATTGTGAACGTTTTTGTTGTGATCGAGTTACCAGCA
TGATCAGTTGGACGAGAAGTCCTTGTAAATACGCGTTTGGTGAAACTGATTGGGT
TGGTTAAGCGCCAAGCGGCACACTCAATTCCTTTTTTATTTGATTTCCATGCATTT
TTTATGGATCGAATGTCACTAGTCATTGAACTAGTGAACAATTTATTT




