IDENTIFICATION

Species: Oropetium thomaeum

Locus: Oropetium_20150105_00776A

Gene Model: Oropetium_20150105_13358A
Description: OthEXPB-01

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1 0
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0
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Query seq, MIMSFSIRCYAHOACSGIPETY LI TOMNYYPVAPYHF DL SCTAF GAMAKCORNDELRHAG 1 1D 10FKRYPCL YPGL TVTFHVEHGENPY YLAVLVEY ANGDGDWVOYDLMOSRPODGER TGAWEPHHE SWGSTWRMD THRALOGPF SXXK:

specific hits Pollen_allerg_1

Superfanilies GPEE_R1pA_EXP_N-Tike superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval  E-value
[+l DPBE_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RipA. N-terminal domain of expansins, and similar domains; The .. 571 9.69e-41
[+ Polien_allerg_1 pfam01357 Polien allergen; This family contains allergens lol PI, Pll and PII from Lolium perenne. 79-147 7.85e-26

>0OthEXPB-01

MIMSFSIRCVAHQACSGIPETVIITDMNYYPVAPYHFDLSGTAFGAMAKDDRNDELR
HAGIIDIQFKRVPCLYPGLTVTFHVEHGSNPYYLAVLVEYANGDGDVVQVDLMQSRP
DDGEPTGAWEPMHESWGSIWRMDTHRPLQGPFSXXXXXXXXXXLVADQVIPADWQ
PDAVYSSIVQFD*

CDS (coding sequence)
>OthEXPB-01

ATGATCATGTCTTTTAGTATACGGTGCGTCGCCCACCAGGCGTGCTCCGGCATCCC
GGAGACGGTGATCATCACGGACATGAACTACTACCCCGTGGCCCCCTACCACTTC
GACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGGACGACCGCAACGACGAG
CTCCGACACGCCGGAATCATCGACATCCAGTTCAAGAGGGTGCCGTGCCTGTACC
CGGGCCTGACGGTGACCTTCCACGTGGAGCACGGCTCCAACCCCTACTACCTGGC
CGTGCTGGTAGAGTACGCCAACGGCGACGGCGACGTGGTGCAGGTGGACCTGAT
GCAGTCGCGGCCCGACGACGGCGAGCCGACGGGGGCGTGGGAACCCATGCACGA
GTCCTGGGGCTCCATCTGGCGCATGGACACCCACCGCCCGCTGCAGGGGLCCCTTC
TCGCTGCGCATCACCAACGAGTCCGGCGGGACGCTCGTCGCCGACCAGGTCATCC
CGGCCGACTGGCAGCCGGACGCCGTATACAGCTCCATCGTTCAGTTCGATTGA

Nucleotide
>0OthEXPB-01

ATGATCATGTCTTTTAGTGTACGTCCAGCCTATACATCTGTACGTATGCTGGGTGT
ATATATATGGATGTACAGTAAGTAATTCCTCGTAAATATAATTCCGTTGGTTGGTG
CGCGCGCAGATACGGTGCGTCGCCCACCAGGCGTGCTCCGGCATCCCGGAGACG
GTGATCATCACGGACATGAACTACTACCCCGTGGCCCCCTACCACTTCGACCTCA
GCGGCACGGCGTTCGGCGCCATGGCCAAGGACGACCGCAACGACGAGCTCCGAC
ACGCCGGAATCATCGACATCCAGTTCAAGAGGTACGTATTACTAGTAGTGCAGCT
CGATCTTTTCTCTCTCCGCCGTTGGTTTCATTTACTGCACACACGCCACATACCAC
AACAACCGAATTCGGCAAGGTGCCTGCCTACATTTCGCCGGGCTCCCACAGCTGC
TCTCGCCTCTGCCTTATCGCGATCGCTTTTTGTTTATTTTGTACCACTGCTTTTTCA
ACATCATGGAGAAAAGGGTTCAAAAGATTGGCTGCATGCTGGAGTAGCTGTTATA
GGTTGTACAGTGCACTGTAGCGCAACCGACTTCTAACGGCAACGGGAGTACTACA
GTACACTACGTTAGCTCATTCCTCCATCTGGTGGGCCTGAAAAGATTATACTACCT




TTTTCCATAGTACTACAAAAAGGTAGAGAAAGATTGTTATATTTTTTTATAATAAT
CAATTAAGGAAAAAGGCATAAAAAGGAAGGACAACCAATCGACATCAGCATTTA
TGCGACAAGATTTCGTTGTTCTTGCCCGTTTGTTATACAGTAGTACAAGATCGACA
CCGTCCGGCCGGATCAGTGGATGTGACATATATAACTTTTTTCGAGAGAGCAAAA
AAAGGATGAATATAAAATTGAAGATAATTTCATCTCTCTGACGATGATGCACTGC
TATGCAGGGTGCCGTGCCTGTACCCGGGCCTGACGGTGACCTTCCACGTGGAGCA
CGGCTCCAACCCCTACTACCTGGCCGTGCTGGTAGAGTACGCCAACGGCGACGGC
GACGTGGTGCAGGTGGACCTGATGCAGTCGCGGCCCGACGACGGCGAGCCGACG
GGGGCGTGGGAACCCATGCACGAGTCCTGGGGCTCCATCTGGCGCATGGACACC
CACCGCCCGCTGCAGGGGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCGGGA
CGCTCGTCGCCGACCAGGTCATCCCGGCCGACTGGCAGCCGGACGCCGTATACAG
CTCCATCGTTCAGTTCGATTGA



