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Species: Miscanthus sinensis
Locus: Misin07G421000

Gene Model: Misin07G421000.1.p
Description: McsEXPB-40
Family: Beta Expansin

3D structure:
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Specific hits

Superfanilies PLNG0OOSO
DPBB_R1pA_EXP_N-1like superfamily

List of domain hits "
Name Accession Description Interval E-value
[+] DPBE_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins . 50-173 3.30e-67
[+] PLN0O0OQ50 super family cl31535 expansin A; Provisional 21-273 1.15e-30

>MCcsEXPB-40

MAGASSSCSAACRGFSIRAALLASSLVCAACLFGSVEASGAAHRVVDPEWHPATAT
WYGSAEGDGSDGGACGYGTLVDVVPMKARVGAVSPVLFKSGEGCGACYKVRCLD
HGICSRRAVTVIVTDECPGGVCAGGRTHFDLSGAAFGRLAVAGAGSQLRNRGEINVV
FRRTACRYGGKNIAFHVNEGSTSFWLSLLVEFEDGDGDIGSMQLKQANSAQWRDMQ
HVWGATWSLTPGPLVGPFSVRLTTLSGKQTLTAQDVIPKNWAPKATYTSRLNFA*

CDS (coding sequence)
>McsEXPB-40

ATGGCCGGCGCCTCCTCGAGCTGCTCTGCCGCCTGCCGCGGCTTCTCCATCCGCGC
GGCGCTCCTCGCGTCGTCGCTCGTGTGCGCCGCGTGCCTCTTCGGCTCCGTGGAG
GCTTCGGGGGCGGCGCACAGGGTGGTCGACCCCGAGTGGCACCCGGCCACCGCLC
ACCTGGTACGGCAGCGCCGAGGGCGACGGCAGCGACGGLCGGLCGCGTGLCGGGTAC
GGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGCGTGGGCGCCGTGAGCCCC
GTGCTGTTCAAGTCCGGTGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTCG
ACCACGGCATCTGCTCGCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCCC
CGGCGGGGTCTGCGCGGGCGGCCGCACGCACTTCGACCTCAGCGGLCGLCGLGTTC
GGCCGCCTCGCCGTGGCCGGCGCCGGCAGCCAGCTGCGCAACCGGGGCGAGATC
AACGTCGTGTTCCGCAGGACGGCGTGCAGGTACGGGGGCAAGAACATCGCCTTC
CACGTGAACGAGGGCTCCACTAGCTTCTGGCTCTCCCTCCTGGTGGAGTTCGAGG
ATGGCGACGGCGACATCGGATCCATGCAGCTCAAACAGGCCAACTCGGCGCAGT
GGCGAGACATGCAGCACGTCTGGGGGGCCACGTGGAGCCTCACCLCLCGGGLLEGL
TTGTCGGACCCTTCTCCGTGCGGCTGACGACCCTGTCCGGCAAGCAGACCCTTAC
GGCCCAGGACGTCATCCCCAAGAACTGGGCCCCCAAGGCCACCTACACCTCCCGG
CTCAATTTCGCGTAG

Nucleotide
>McsEXPB-40

AGAAAAGCTAAAACGCTGCTAGTCTTTCACTACGGCCCTTGCCCTTGTCCACATT
ATAAGTCCAGGCACAGCTCACCACCACCCTAGTACCCTACTCGTGCATTCCCATT



GTCCCTTCCCGGCTTCCCCGCCATTTGTGCAGGGGGCAGCTCTGAGCACTCAGCG
CGTCGGGGACTGGGGCTTCTCGAAGCCTTAAAAGCCATCCCAGAGAGAGGAGGA
AGTACCACCACCACTCGAGCGACTGAGCGAGGCCGGCCATTTCTGCACAGGACA
GCAAGAGTGTCGGTAGGGTGTTCGCTGCCTGGCTGTGCCGCCGCGGCTGTTCTCT
GCTCTTCACGTACGTGCGCGCGCGCGCCATGGCCGGCGCCTCCTCGAGCTGCTCT
GCCGCCTGCCGCGGCTTCTCCATCCGCGCGGCGCTCCTCGCGTCGTCGCTCGTGTG
CGCCGCGTGCCTCTTCGGCTCCGTGGAGGCTTCGGGGGCGGCGCACAGGGTGGTC
GACCCCGAGTGGCACCCGGCCACCGCCACCTGGTACGGCAGCGCCGAGGGCGAC
GGCAGCGACGGTAATATATATACCCCCATGGCTCTATGCTCAATTCTCATTTCCCA
CCTCCATCGTCCTGGATAGAAGAGAGTATATGATGACACTCTCTCTATGCAAAGA
ATTAACAATGGCGAATGCATTGCACTTGCACCTTCACTGCATCCAAACTTGTGAT
CCTTTTTTTTTATTTTGCTGTAAATGAGCAGTAAGCATTACACTTAACCTTTCGATT
CACAGCATGACTAGTATTTTTTTTCTTTTTCTTCCAAGTAAATACTTCTTCCCATTG
CCACATTTTGGCGTTACATCGGCCGGCGTATCCCTTGAAGTCCGATAGAGCAAGG
ACCGTGGCTTGCCACGTAGATTAAAGACAAATATTGTCAAGCGGAGAGAGCCTTT
AAGATTCGTGCGTAGGATGGTGGCCGGCAATGGAGCCTGTAGCCAATAGCCATG
GTCGCGTGCTCCACTGTGTCGGGTCCTTAACTCGCCGCTTTTACTAGGAACCAACA
ACGACCGTATCGCGTCGGGTTTAATCCACCGACACTCCGACGACGTATTTTCAGC
CTGACACGTACAAAATGGGCTGACACTGACAGACATGTATATATAGAGGTGAATT
CACTTGCAAGTCCAATATTACTGCTATATACGGAGTACTATATACTCCGTATAGCT
TTTGTTACGTACGAGTACAATGGTCAATGGATGAACTGCGGAGTGCGCAGACGAG
AGTACTGAGTTCACTTGCAAGTCAAATATTACATCTATATATATTTTTTTATTACA
ACGAGGCCAGGATGCATTTCAGTATTTTTATTTTTTTATTTTACCCTGACCATGTG
AACCAGTGTGGGAACGGTCCAATTTTCGATCATATTTCTCAACGGAACTGCTGCC
GTGTCCATACCTGAGAGCTAGCTGCATTTCTCTGCGTCCTTACAAATATTCTGTTG
CCCGTTTGGCTAGTGTTGGTTAGATCTGGCCACGCAGTAAGTAGGACCTTTTGTCC
ACGTGCATGCCGCGCTGGTTTCACCTTTTTGTAGCTTATTATATATGTACTGTACG
GAACTGTCAATAGTAATTACCGTGTTCATTAACAATAATTAACCACGCACCAGGC
GGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGCGTG
GGCGCCGTGAGCCCCGTGCTGTTCAAGTCCGGTGAGGGCTGCGGCGCCTGCTACA
AGGTCCGGTGCCTCGACCACGGCATCTGCTCGCGCCGCGCCGTCACGGTCATCGT
CACCGACGAGTGCCCCGGCGGGGTCTGCGCGGGCGGCCGCACGCACTTCGACCTC
AGCGGCGCCGCGTTCGGCCGCCTCGCCGTGGCCGGCGCCGGCAGCCAGCTGLGC
AACCGGGGCGAGATCAACGTCGTGTTCCGCAGGTACGCTGAACCAGCTGAACAT
GCATGCATGCGCAGATCTGTTGTTACTGGTCGTCAAGGCAACTGTACTATGTAGT
ACGGCAGAGATGAATGCTGCAAAGGGTAAAAGCACGCGAAGGGGACGGCTGTA
GGTCAACCGTATCGGGGGGCGAACTGCATTATGCCTTGCTTCTGACGTTACTAGA
AACGCGGACACTAGAACTCTGTCAAAACGAAAAAAAGAGATTCTACAGTCCTGC
ATTCTTCCTGGCCGGCAGTGGTACCGGGGTCCGGGGGAGCCGGGGAGGGTAGAC
AGAAGGTTAAAAATGTGACGCTGTCAGATGAGGACCACCATGGGGGCCGGGTAT
GCAGTAGTAGTTGGATCTTGGAACGTGCCATGGCCATGCCATGCATTCCCTCTCTT
CGCTGAATTCAAAGAACACAGTGGGCACGCCATGCCCAAGCAGAAATCAATGTG
CGTCAGGACAGCCGACAGAGCTCACACTGTCCGTACTCGCTCATGGCGTGCGATG
GAATGCACACAGAAGCGGAGAAGCCACTGTTGTTTACAATGAGCTAGCAACGAC
CACCGTGTGTACGTTGAGCGTTGGCTGTCGCGTGCGCTTTGGAGTAACCTGCCGC
CGGTGAATCGTACGTACCGACGGATGGGGTTAATAAATTTACCGCCGGTGTTTGT
ATGCATGCATGCAGGACGGCGTGCAGGTACGGGGGCAAGAACATCGCCTTCCAC




GTGAACGAGGGCTCCACTAGCTTCTGGCTCTCCCTCCTGGTGGAGTTCGAGGATG
GCGACGGCGACATCGGATCCATGCAGCTCAAACAGGTAATAACACTAACACATC
AATGCAAGCTTGCTTTTTCCTTCACAGTTCACACCACATCCATAAGTCTCCACTCG
ACCACGGCACGTCGGCACCATGGTTGCGTATGGCGGTGCAGTGCAACAAGGGCTT
TTTCCTCAGTGATATGTGGGAAGGTGTTGGCGTTTCTTTCCATAGGGACGGACAT
GCGGGTGTTTGTGGGGCAGTGCTAGTGCTGCAGCATGCCAGCATGTGAGTGGGAT
CCCCCGCCTTTTCACAAGCGGCTAGGGACATGGGCCATGGTTTTCTGGACGCGTG
GGCCGCCGCAACTAGGCTTTTGTCTGTTTCCCTTTTGTGTCCCGTCGCGTCCATTA
GCCATTGCTGGTGGGAATGTGTCGTCTAGGGTTCTAGAATCACATGCATGTATGT
CCTCTCTCAGTCACACAAAACAACACCACGGCTAGGAAAGGGAGCTATATTAGCT
AGACTAACTTGATACTAGTGGTACGGCATATGTCAGAGTTTTGTTACCTTATTAGT
AATAAATTGTAGTATCTTCGCCAAAAAAAAAAGTAATAAATTGCAGTACTAACTA
GTTTTGCCAAAGCCATGATTATCGGTTCAACTCCAAAGAACTTCAGTAGAAGTCC
TTCACAGCAGTTGGGTTTATTTTTCCTGCGACAGTGGCAGCAGCTGGGTTGCCAG
CTACACATGCATATGCCCCTGTTATTGGAGTAATTACTAAAATGAAAACTATTTCT
TTTTGTCTTCGGTGTTATTTGGAGTGACTGAAGTTGGCCTTCGATGTGGACGCAGG
CCAACTCGGCGCAGTGGCGAGACATGCAGCACGTCTGGGGGGCCACGTGGAGCC
TCACCCCGGGCCCGCTTGTCGGACCCTTCTCCGTGCGGCTGACGACCCTGTCCGG
CAAGCAGACCCTTACGGCCCAGGACGTCATCCCCAAGAACTGGGCCCCCAAGGC
CACCTACACCTCCCGGCTCAATTTCGCGTAGAGGGCGCCTGCCGGGCCCGCGTAT
TATCGGCCCGGGAGGTGGTCGATTGGGCTTAGATATCGTCATTCGGAGGCCCACA
TTGTTCTGTGCAGTTTGATGTCGCGTGAAAGAAGTGTGTGAAGAAGATAAGCAGG
TATAGTAGTGGATAAACCTGGTATTATGTCCCAGGTAGCCCCTCTCCAAACTGTA
GAGAGAGCGTCTGATTGGTTGGTGTGGGCCGCATGCTTCCTGGAGGCTGGAAATG
GGGAGCTCCGGTGAAGAGCGGCTGGGGAACCAAAGGCGTGGCACCTCTTTGATG
GACTCATGCAGTACTTATTTCTGCATTTTCTCTCGTAACTTAATCTATTATTGTTAT
CGTGCCCTTGGTACATGGGTTGTGTAACTTGTGACTTATGCACCGTAAACTATAG
GGTGCTTAAACTATAATCATGTATTGATCGTTCATGTTAGCTATCAACGACTGTTT
CCATTTTGAAAAAAAAAATGCAAACTCAAATGATCATTTGTAATACTCCGTAGCT
CACTGTTCAGGAACAAGGTACCTCTGCTGTTTTATGTATGTTGCCGCCTCGATGCT
TGCAATTATGTAAGTGAAATGGAGGAC






