IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0045s0407

Gene Model: Kaladp0045s0407.1.p
Description: KIEXPA-12

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1

GENE STRUCTURE
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Legend:

Exon — Intron
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Query seq,
Superfanilies PLNQOOS0O

Name Accession Description Interval E-value
[+ PLNODO50 super family 31535 expansin A; Provisional 34-260 9.648-94
SEQUENCES

Peptide

>KfEXPA-12

MAPSTLLLFFLNTTLLLSASVNARIPGVFTAGEWQIAHATFYGGSDASGTMGGACSY
GNLYSQGYGVNTAALSTALWCHPGSPSIFITATNFCPPNFAQPSDDDGWCNPPRPHFD
LAMPMFLKIAEYRAGIVPVTYRRLGGDIKYKINLAGISHLIKIYGVPCRKAGGIRFTVN
RFKYFNLVLVINVAGAGDIVRVSIKGARTNWLSMSKNWGQNWQSNAVLVGQALFF
RVTGSDRRTSTSWNAALASWEFSQTFTDKNFRV*

CDS (coding sequence)
>KFEXPA-12

ATGGCACCCTCCACGCTCCTCCTCTTCTTCCTCAATACTACGCTGCTTCTCTCCGCC
TCTGTGAACGCTCGCATCCCCGGCGTGTTCACCGCCGGCGAATGGCAGATCGCGC
ATGCCACCTTCTATGGCGGCAGCGACGCATCCGGCACAATGGGCGGAGCTTGCAG
TTATGGGAACTTGTACAGCCAAGGGTACGGCGTGAACACGGCTGCTCTGAGCACT
GCCCTATGGTGCCACCCTGGTAGCCCCTCCATCTTCATCACTGCCACCAACTTCTG
TCCCCCCAACTTCGCTCAGCCAAGCGACGACGACGGATGGTGCAACCCTCCTCGC
CCGCATTTTGACCTCGCCATGCCCATGTTCCTTAAAATCGCCGAGTACCGTGCTGG
CATTGTCCCCGTCACTTACCGACGGTTAGGAGGGGATATTAAGTATAAAATAAAC
CTAGCAGGAATCTCACACTTGATCAAAATTTACGGAGTACCCTGTCGGAAAGCTG
GAGGGATCCGCTTCACCGTCAACAGATTCAAGTATTTCAACCTGGTCCTCGTGAT
TAATGTCGCCGGCGCCGGAGATATCGTCCGCGTGAGCATTAAGGGCGCTAGGACC
AACTGGTTAAGCATGAGCAAAAACTGGGGGCAAAACTGGCAGTCCAACGCCGTT
CTGGTCGGCCAAGCTCTCTTCTTCCGCGTCACCGGCAGCGACCGTCGCACATCCA
CCTCCTGGAACGCCGCGCTCGCCAGCTGGGAGTTCAGCCAGACATTCACCGACAA
GAATTTCAGGGTCTGA

Nucleotide
SKfEXPA-12

ATGGCACCCTCCACGCTCCTCCTCTTCTTCCTCAATACTACGCTGCTTCTCTCCGCC
TCTGTGAACGCTCGCATCCCCGGCGTGTTCACCGCCGGCGAATGGCAGATCGCGC

ATGCCACCTTCTATGGCGGCAGCGACGCATCCGGCACAATGGGTAACCACCTCAA
CTCAAATCGACAACAGATTCCTCTCCAGTGCCGGCTAACTATTGTTTTTCAGGCGG



AGCTTGCAGTTATGGGAACTTGTACAGCCAAGGGTACGGCGTGAACACGGCTGCT
CTGAGCACTGCCCTGTTAAAACAATGGGCTCAGTTGCGGTGCTTGTTTTGAGATG
AAATGCGCTGACGACCCCAGATGGTGCCACCCTGGTAGCCCCTCCATCTTCATCA
CTGCCACCAACTTCTGTCCCCCCAACTTCGCTCAGCCAAGCGACGACGACGGATG
GTGCAACCCTCCTCGCCCGCATTTTGACCTCGCCATGCCCATGTTCCTTAAAATCG
CCGAGTACCGTGCTGGCATTGTCCCCGTCACTTACCGACGGTACGCCCATACCCA
ACTTCAAAAACTTTTTACCGACAGCCATCCACCTCCAAAGTCATGCCATTTTGTAT
AATAAACCTCCACCGCGGATGGGATCTGGTTTCCTCTTTGTGACACTAGTTAGCTA
GCTAGCTCTGGATCGAGTAGGAGTAGAGAGTAATTGTGTAGTTGTAGTTCCCAGC
TTTACTAAATACTTAATTACTAGTTAGTATAGGTTAGGAGGGGATATTAAGTATA
AAATAAACCTAGCAGGAATCTCACACTTGATCAAAATTTACGGAGTACCCTGTCG
GAAAGCTGGAGGGATCCGCTTCACCGTCAACAGATTCAAGTATTTCAACCTGGTC
CTCGTGATTAATGTCGCCGGCGCCGGAGATATCGTCCGCGTGAGCATTAAGGGCG
CTAGGACCAACTGGTTAAGCATGAGCAAAAACTGGGGGCAAAACTGGCAGTCCA
ACGCCGTTCTGGTCGGCCAAGCTCTCTTCTTCCGCGTCACCGGCAGCGACCGTCG
CACATCCACCTCCTGGAACGCCGCGCTCGCCAGCTGGGAGTTCAGCCAGACATTC
ACCGACAAGAATTTCAGGGTCTGA





