
IDENTIFICATION 

Species: Boechera stricta 

Locus: Bostr.7867s0661 

Gene Model: Bostr.7867s0661.1.p 

Description: BosEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BosEXPB-01 

MQLSPVMFATIYIVLQLLTGSYALATTHRHVSNSHWLPAVATWYGSPDGDGSDGGA

CGYGTLVDVKPLHARVGAVNPILFKNGEGCGACYKVRCLDKSICSRRAVTVIITDECP

GCSKTSTHFDLSGAVFGRLAIAGESGPLRNRGLIPVIYRRTACKYRGKNIAFHVNEGS

TDFWLSLLVEFEDGEGDIGSMHIRQAGARDWLEMKHVWGANWCIVGGPLKGPFSIK

LTTLSAGKTLSATDVVPRNWAPKATYTSRLNFSPVL* 

CDS (coding sequence) 

>BosEXPB-01 

ATGCAGCTCTCTCCGGTCATGTTTGCTACAATCTACATTGTCCTGCAGCTTCTTAC

CGGCTCGTACGCTTTGGCTACAACCCATCGCCACGTGTCAAACTCTCACTGGCTTC

CCGCAGTCGCTACATGGTACGGAAGCCCCGACGGCGACGGCAGTGATGGAGGAG

CGTGTGGGTACGGTACGTTGGTGGATGTGAAGCCGTTACATGCGAGGGTTGGAGC

GGTGAATCCTATTCTCTTCAAAAACGGTGAAGGCTGCGGCGCTTGTTACAAGGTT

CGATGTTTGGACAAGAGCATTTGTTCCAGGAGAGCCGTTACCGTCATAATCACCG

ATGAGTGTCCGGGCTGCTCTAAAACCAGCACTCACTTCGACCTCAGTGGTGCCGT

CTTCGGCCGCTTGGCTATTGCCGGAGAGTCTGGCCCTCTCCGTAACCGCGGACTC

ATCCCCGTCATTTACCGCCGGACGGCATGCAAATATCGAGGGAAGAACATAGCGT

TCCATGTGAACGAAGGATCAACTGATTTTTGGCTATCTCTGTTGGTCGAGTTTGAA

GACGGAGAAGGAGACATTGGCTCCATGCACATTCGCCAAGCAGGAGCGAGGGAT

TGGTTAGAGATGAAGCACGTATGGGGAGCCAACTGGTGCATCGTTGGAGGACCA

CTCAAGGGACCATTCTCCATCAAGCTCACCACTTTGTCCGCTGGTAAAACACTCTC

TGCCACTGACGTCGTCCCTAGAAACTGGGCTCCCAAAGCAACTTACACTTCCCGC

CTCAACTTCTCCCCCGTCCTCTGA 

Nucleotide 

>BosEXPB-01 

TAACTCACTCACTCAATCTCTCTCTCTCACTGTCGGTAAACTAACTCCTTTACTTTT

CCGGCTCCGATTCTGCTCCGGAAAACAACTCCGGCAGAAAATGCAGCTCTCTCCG

GTCATGTTTGCTACAATCTACATTGTCCTGCAGCTTCTTACCGGCTCGTACGCTTT



GGCTACAACCCATCGCCACGTGTCAAACTCTCACTGGCTTCCCGCAGTCGCTACA

TGGTACGGAAGCCCCGACGGCGACGGCAGTGATGGTAATTAAGACACATAATTA

AAACTCAACTCACACTCTAGTGATATAAACTATAAGCTAATATTAAATTGTATAC

CGGAATTGCGTATAAAATGTAGGAGGAGCGTGTGGGTACGGTACGTTGGTGGAT

GTGAAGCCGTTACATGCGAGGGTTGGAGCGGTGAATCCTATTCTCTTCAAAAACG

GTGAAGGCTGCGGCGCTTGTTACAAGGTTCGATGTTTGGACAAGAGCATTTGTTC

CAGGAGAGCCGTTACCGTCATAATCACCGATGAGTGTCCGGGCTGCTCTAAAACC

AGCACTCACTTCGACCTCAGTGGTGCCGTCTTCGGCCGCTTGGCTATTGCCGGAG

AGTCTGGCCCTCTCCGTAACCGCGGACTCATCCCCGTCATTTACCGCCGGTACGTA

TATGTATATTTATTCTCATTTGATAAAAAATATTATTCTCATTTATTAGTGTTTATG

CTCTTTCAATAACTAACTCGTGACAGTGCACGAGCAAATAAAAAAATAGGAATTA

ATTAAGAGGCTAAACAGGGTTAAACAATTATTAGAATTTTTGCAATGTATGTGAA

TGCATTAAACAAAAGAGATCACTTTAACGGCGATCTCGTTTTTATGGTCCCAACC

ATTTTTGACCATTGACCATTTGATCTGTATCTATCTCTTTTTTCTCATAGATTTTTTT

TTTTGCATAATAAAAAAGGACGGCATGCAAATATCGAGGGAAGAACATAGCGTT

CCATGTGAACGAAGGATCAACTGATTTTTGGCTATCTCTGTTGGTCGAGTTTGAA

GACGGAGAAGGAGACATTGGCTCCATGCACATTCGCCAAGTAACTCTCTTTTTTT

ACCTTGATAACCAAACTCATGCACTCACTTCTTTAACCTTCCTTTTTCTTACCACA

AAGTCACTTACTGAGTCACTTCCACTTCAAAAGTCTTACTTTTTTATAATACTAAA

TAAGAAATAGGAGGAAAAGATCTTTAGTGGAGTGAGCATAATGATGAATCTTTAT

TGACCAACTAGCTAGAAAAGGCACACCACACCACTCAAAGTCTTCTAAAAAGTA

ACAATAAAACAGACTCAAAAGTGTAAAGACTGATGGGTCTTCTCGTGTTTCTGAA

TGTTTGGTGCAGGCAGGAGCGAGGGATTGGTTAGAGATGAAGCACGTATGGGGA

GCCAACTGGTGCATCGTTGGAGGACCACTCAAGGGACCATTCTCCATCAAGCTCA

CCACTTTGTCCGCTGGTAAAACACTCTCTGCCACTGACGTCGTCCCTAGAAACTG

GGCTCCCAAAGCAACTTACACTTCCCGCCTCAACTTCTCCCCCGTCCTCTGAACCA

ACTCTTCTACATAGTCAAAGACTAAGATTCCTACTACTACTTGTGTGATCGTGTTT

TTTGAAGAGAGAAATAGAAACTGCTGGCCGTAGGATGGCAAGTAAGAAAGTCCA

TCCTAATCCAACGGCTCTTGCGTTCTCTCCTCTTCTTGTGTTGTGGATTTGTGTGTT

GTGTGTGTGATGTGTCGGTGAGTGTTAGGAGTCACTGTAGCCATCTTCAAAGGGG

AGATTGAGCTAGGAGTAGTATTTGGTGGTGTCATGTCATTGTTTATTTCTGTATAA

TTCTTGTCACTCTCTCTTTCTATTATGGGACATGACATAATATATCATATGAATAT

TTATCACTATCTCTTTCTATTGTGGGACATTACATAATAATGTATAATATGAATAT

TCTGTACACTACTTCATAGAGCATTGAAATTC 




