IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.1G315700

Gene Model: PhHAL.1G315700.1.p
Description: PhhEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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DOMAIN ARCHITECTURE
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Specific hits T e Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .

+ Name Accession Description Interval E-value
[+] DPBB_EXFB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 42-165 1.0%e-66
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, PIl and PIIl from Lolium perenne. 173-249 9.51e-27

SEQUENCES
Peptide
>PhhEXPB-01

MAGSSSSSAACAVLLASLVCAACLFGSGEASGAAHRVVDPEWHPATATWYGSAEG
DGSDGGACGYGTLVDVVPMKARVGAVSPVLFKSGEGCGACYKVRCLDRGICSRRA
VTVIVTDECPGGVCAGGRTHFDLSGAAFGRLAVAGAGGQLRNRGEINVVFRRTACR
YGGKNIAFHVNEGSTSFWLSLLVEFEDGDGDIGSMQLKQANSAQWQDMQHIWGAT
WSLTPGPLVGPFSVRLTTLTSKQTLTAQDVIPKNWAPKATYTSRLNFA*

CDS (coding sequence)
>PhhEXPB-01

ATGGCCGGCTCCTCGAGCTCTTCCGCCGCCTGCGCCGTGCTCCTCGCGTCGCTCGT
CTGCGCCGCGTGCCTCTTCGGCTCCGGGGAGGCATCGGGGGCGGCGCACAGGGT
GGTCGACCCCGAGTGGCACCCGGCCACCGCCACCTGGTACGGCAGCGCCGAGGG
CGACGGCAGCGACGGCGGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCC
GATGAAGGCGCGCGTTGGCGCGGTGAGCCCCGTGCTGTTCAAGTCCGGCGAGGG
CTGCGGCGCCTGCTACAAGGTCCGGTGCCTCGACCGCGGCATCTGCTCGLCGLLGL
GCCGTCACGGTCATCGTCACGGACGAGTGCCCCGGCGGLCGTCTGLCGLCGGGGGGL
CGCACGCACTTCGACCTCAGCGGCGCCGLCGTTCGGCCGLCLCTCGCCGTCGLCLCGGLEG
CCGGCGGACAGCTGCGCAACCGCGGCGAGATCAACGTCGTGTTCCGCAGGACGG
CGTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAGGGCTCCACCA
GCTTCTGGCTCTCCCTCCTGGTGGAGTTCGAGGACGGCGACGGCGACATCGGATC
CATGCAGCTCAAGCAGGCAAACTCGGCGCAGTGGCAGGACATGCAGCACATCTG
GGGGGCCACGTGGAGCCTCACCCCGGGCCCGCTCGTCGGTCCCTTCTCCGTGAGG
CTGACGACCCTGACCAGCAAGCAGACGCTCACGGCCCAGGACGTCATCCCCAAG
AACTGGGCCCCCAAGGCCACTTACACCTCCCGCCTCAATTTCGCGTAG

Nucleotide
>PhhEXPB-01

ACCCTACCGCCCCTACTGGTGCATCCCCATTGTCCCTTCCGCGCCATTTGTGCAGG
GGGCCTGGGCAGCTCTGAGCGCTCTGCGCATCGGGGACTGGGGCTTCTCGAAGGC
TTGAAAGCGATCCCAGAAAGAGAGGAGGGGTGGTGTAGGCTACCACCGCGGCCA



TTCCTGCGCGGGACAGCGGCAGTGTCGGTAGGTGTCCGCTCGCTGCTGGTTACGC
CGCCGTTCGTGCTCTGTTCTTCACGTGCGCGCGCGCCATGGCCGGCTCCTCGAGCT
CTTCCGCCGCCTGCGCCGTGCTCCTCGCGTCGCTCGTCTGCGCCGCGTGCCTCTTC
GGCTCCGGGGAGGCATCGGGGGCGGCGCACAGGGTGGTCGACCCCGAGTGGCAC
CCGGCCACCGCCACCTGGTACGGCAGCGCCGAGGGCGACGGCAGCGACGGTAAG
ACCTCGTATGCTCAATTCTCACATCCTTCGTTCTGGCAAAGAATTAGCAATGGCG
ATTGCATATATTGCACCTTCACTGCACCCAAACTTGTGATCCTTTTTTTTCTTCTAT
AAAACAGCGAGCAGTAAGCATCAAACTAGTAAACCATTGGATTCGCATCACTGTT
ACTGTTTTCCGTTTTGCAAATTGTTCTGGCCGTTGCAACACATTTTGGCGGAACCT
CGGCGTATCCGGCCTTTAAGATTCGTGCGTGCGATTGTGGCCGGCAACGGAGCAT
GTGGCCACGGCCGTGCTCCACCGTGTCGGGTCCTTAAACTCGCCGCTTTTACTAG
GAACCAACAACCATATCGGCGTATAATCCACCGACGCTCCGTTACATTTTCCGCC
TGACACAGACAAACGGGCCGATGGGCCGGGAAGAATTAACCCGCGAGCCAGTCA
AAAACTGCATCTCGTGCTACATGTCCGTGCAGTGGTCAGTGGAGGAGCTGGAGAG
TGCAGAGATGACGGCGCGGTCACGCTAGGTTTGTTCTTTTTTACATCGAGGGTAG
CAGCATCAGCGTGGTTTTTACTCTGACCAAGTGTACTACAAGTGGGAGCGGTCCT
GCGTGTTGCTCATGGCTGCATCTGCATGCGATGCAAGATGGGTTATTTTTGGGAG
TCAGTTTGGTTACTCTCAGCTCTCAACGGAACTGCTCACCTGCATGCTGTTCCCGT
GTCCATACTAGAACCGGCCAGTTGCATGCATTTCTGTGCGTCCCCACAATTATTCT
GTTGCCATCTGCCTGCCGTGATTGTTAGTGGATCTGAAAGCACGCAGTAACCACG
TGCATATACTCCATGCTGGTTTTATTACCTCCCTTAATCTTGTAGCTCAATAACTTT
CTATAGACTTGTGTGAAACTGACAATGATGGTAGCGGCGGCTCTCTGATCTGTGA
TCTCTATCGCCGTGTTGATGAACGTACCCCAGGCGGCGCGTGCGGGTACGGGACG
CTGGTGGACGTGGTGCCGATGAAGGCGCGCGTTGGCGCGGTGAGCCCCGTGCTGT
TCAAGTCCGGCGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTCGACCGCGG
CATCTGCTCGCGCCGCGCCGTCACGGTCATCGTCACGGACGAGTGCCCLCGGLGGL
GTCTGCGCGGGGGGCCGCACGCACTTCGACCTCAGCGGCGCCGCGTTCGGLLGLC
TCGCCGTCGCCGGCGCCGGCGGACAGCTGCGCAACCGCGGCGAGATCAACGTCG
TGTTCCGCAGGTACGTAGTACGGCGACCAGCGCCCCACCACGGAATTACGCATGC
TGTAAAGGGTAGTAAAAAGCACGCGGGCGGCGGCTGCCGTCAACCGTATCGTGC
GAACTGCATGCCTTGCGTCTGACGTTACTAGAAATGCAGACACTTGAACTCTGTC
AAAAAGAGATTCTACAGTACTGTATGTTTCCTCGCAATGGTACCACAGAGTTAAA
AATGTGCTGCTGTCAGACGAGGACCATGAGGTACGCGGATACCTGATACCTCTGC
AGCCCCTGCCTGCCTGCCTGCACGCAGTAGTTGGATCTTGGACGTGCCATTGGCC
ATGGGCGCACCACCAGGAAATCAATGCGCGCGCCACAGAGTCCACGLCTGTCCGT
ACTCGCCCATGGCGTGCGACGGAATGGATAGCCGCAGTTCGCAATGAGTAGCGA
CGGCCAGTAGTAACCGTAGGCCGGGTGAATCTTCAGAAAGGAAAGGTGTTCGTG
TTACTGCTAGCTCGTACTGACGGGTGGGGTTTGTTCGGTTGCAGGACGGCGTGCA
GGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAGGGCTCCACCAGCTTCTG
GCTCTCCCTCCTGGTGGAGTTCGAGGACGGCGACGGCGACATCGGATCCATGCAG
CTCAAGCAGGTAACAACACATCAACCTTTCTTCAGCTCACACTTCACACTTCACA
CTTCACACCGCGTACAAGTCGAGTCCATCTCTCCGCCGGCACAAGTGCGATTCGA
CGGCATTTTTCCTCGGTAATCCGTGGGTGGGGAGGAGTTCGGCGATTTCTTTTCCT
AGGGACAGGCAGGTGTTCGCGGGCAGCGACAGTGCGGCATGTGAGTGGGACCCC
CTCTTTCTCACATGCGGCTTGGGGGGCACGGGCGATGGTTTTCTGGACGGATGGG
CCAGCATGGGCCGCAGCAGCTACAGGCCTTTTCTGTCTGTTCCCCACTTTCCTGCT
GCTTGCTCGCGACTTTTCTTTCATCAACTTTTTGTCGTGCGGTGGCCTGTGGCCATT




GCCGGCGGAATAAGTTACATCTCTAGGGCTCTAGAAATCTAGAATCACATGCAGG
TCCTCTCCTCTCCCAGACATAACAACGCCACGGGGAGCTAGCTGGTAGAATGAAA
CTTGATACTGGTCGCAGCTTTTGCCGGGCAAGTCTAGTGGTATGGCAACAAGACA
GAGTTCTGTTACCCCTACGCCTGAAGCGAATTGTACTACTGCAGTTCCTTAGGCA
GATAAAGCCAGGGTTTATATGTCTGAAGTTTTTCAGCTAAACCTAGCAGTTTTTGC
TTCGCCCTTTTTTCTGCGACAATGGCCAATTGAGTTGACAGCTACACATGCCCCTG
TTTATTTTGTCGAGAGAATGATCTGTTCCTTTTCCCTACGGCGTGCTTCTGCTTGTG
CAATAATGCTCTACTCTACTACTACCTTTTTTAACAGTGCTCCTCCCATCATGTTG
GGGCTAAAGATGACATTGAACTTGTCTTCCGGTCTTACACTTCTGGATTTCTGGGG
TGACTGCAAATTGCAACTTGGCTGTGGATGCAGGCAAACTCGGCGCAGTGGCAG
GACATGCAGCACATCTGGGGGGCCACGTGGAGCCTCACCCCGGGCCCGCTCGTCG
GTCCCTTCTCCGTGAGGCTGACGACCCTGACCAGCAAGCAGACGCTCACGGCCCA
GGACGTCATCCCCAAGAACTGGGCCCCCAAGGCCACTTACACCTCCCGCCTCAAT
TTCGCGTAGAGAATATATTCTCGCGTAGAGGAGGCCCGCGTGTTCTCAGCCCGCG
GGGTAGTCAAATGGACTTCGATAGGCCCATACCGTTTCTGTGCAGTGGGCTTGTG
CCCATATTAGTGTGTGTAGTAGCAGGGGATGCATGAGCAGGTATTTGGGCCCTGG
TAGCCCTCTCCATCAAAAGCGAGAGAGAGAGCGTGTGGGCCGCATGCTTCCTGGA
GGATGGAAATGGGGGGAGTTCCGGTGAAGAGCGGCTGGTTGGCATACTTTTATTT
CCGCGTTTTTCGTTTGTGACCGTTACTACCATGCCCTTGGTACCACGAACTTGTGT
ACATGGGTTGTAACTTATGCACTGTAAACTATATCTTGTATTGTTCGTTCATGTTA
TCTGTCGAGGAACGGATCCATCTGAAAAATTATGCAAGCTCGCATGATCCGCTGT
TACTGTT






