IDENTIFICATION

Species: Boechera stricta

Locus: Bostr.25849s0014

Gene Model: Bostr.25849s0014.1.p
Description: BosEXPA-21
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1 2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2

GENE STRUCTURE
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| 1 1 L L L7
Obp 20p 000 G0bp 800bp 1000bp

Legend:
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Query seq.,

Superfanilies PLNO0050

+ Name Accession Description Interval E-value
[+] PLN00050 super family 535 expansin A; Provisional 47-271 1.32e-96
SEQUENCES

Peptide

>BosEXPA-21

MKHLEKMIYVECFMIVMAIWVVPISY GHGADLAEAPMIGDVGHSPTKGFDTSWYDA
RATFYGDIHGGGTQQGACGYGDLNKQGYGLATAALSTALFNNGYTCGACYEIMCTR
DPQWCLPGSIKITATNFCPPDYTKTRDIWCNPPQKHFDLSQPMFLKIAKYKAGVVPVR
YRRVPCAKAGGIKFETKGNPNFLTILPYNVGGAGDIKAMQVKGTRTGWITMSKNWG
QONWTTGVVLTGQGLSLRITTSDGITKDFTNVIPPNWGFGQTFDGKINF*

CDS (coding sequence)
>BosEXPA-21

ATGAAACACTTAGAAAAAATGATTTATGTTGAATGTTTTATGATCGTAATGGCAA
TTTGGGTCGTGCCCATTAGTTACGGTCATGGAGCCGATCTAGCCGAAGCACCCAT
GATTGGTGATGTAGGCCATTCACCTACCAAAGGATTCGACACTTCTTGGTATGAC
GCACGAGCCACATTTTACGGTGATATCCATGGTGGAGGCACTCAACAGGGAGCTT
GTGGATATGGTGATCTAAACAAACAAGGCTATGGTCTAGCTACAGCAGCATTGAG
CACGGCGCTCTTCAACAACGGGTACACATGCGGGGCTTGTTACGAGATCATGTGT
ACGCGTGATCCACAATGGTGTTTGCCCGGATCCATCAAGATCACAGCAACAAATT
TCTGTCCACCAGATTACACCAAAACTAGAGACATTTGGTGTAACCCACCACAAAA
ACACTTTGATCTCTCCCAGCCAATGTTCCTCAAGATCGCTAAGTACAAAGCCGGG
GTTGTCCCGGTTAGATACAGACGTGTTCCTTGTGCGAAAGCCGGTGGTATCAAGT
TTGAAACCAAAGGAAACCCTAATTTCCTAACAATCTTGCCATACAATGTAGGAGG
AGCCGGAGATATTAAAGCCATGCAAGTTAAAGGAACCAGGACTGGGTGGATAAC
AATGAGCAAAAATTGGGGACAAAACTGGACCACTGGTGTTGTATTAACCGGTCA
GGGTTTATCATTGAGGATTACGACCAGTGATGGAATTACAAAGGATTTTACTAAT
GTGATTCCACCGAATTGGGGATTTGGTCAAACTTTTGATGGGAAGATTAACTTTT
AG

Nucleotide
>BosEXPA-21

ATGAAACACTTAGAAAAAATGATTTATGTTGAATGTTTTATGATCGTAATGGCAA
TTTGGGTCGTGCCCATTAGTTACGGTCATGGAGCCGATCTAGCCGAAGCACCCAT
GATTGGTGATGTAGGCCATTCACCTACCAAAGGATTCGACACTTCTTGGTATGAC
GCACGAGCCACATTTTACGGTGATATCCATGGTGGAGGCACTCAACGTAAGTTAC



AATAATTCCCTTTTAAATACATATAGTCATATAGATATAATTCATTTGGAATACCA
AAAAATTTACTATATGATAACCCAATATTTAACAATAAAAACAAACACAAACGTA
ACAATCAATCAAAGCCATAATCATTACGTACTCACTTTTCTTCATTATACATTCGA
TAGAGGGAGCTTGTGGATATGGTGATCTAAACAAACAAGGCTATGGTCTAGCTAC
AGCAGCATTGAGCACGGCGCTCTTCAACAACGGGTACACATGCGGGGCTTGTTAC
GAGATCATGTGTACGCGTGATCCACAATGGTGTTTGCCCGGATCCATCAAGATCA
CAGCAACAAATTTCTGTCCACCAGATTACACCAAAACTAGAGACATTTGGTGTAA
CCCACCACAAAAACACTTTGATCTCTCCCAGCCAATGTTCCTCAAGATCGCTAAG
TACAAAGCCGGGGTTGTCCCGGTTAGATACAGACGTGTTCCTTGTGCGAAAGCCG
GTGGTATCAAGTTTGAAACCAAAGGAAACCCTAATTTCCTAACAATCTTGCCATA
CAATGTAGGAGGAGCCGGAGATATTAAAGCCATGCAAGTTAAAGGAACCAGGAC
TGGGTGGATAACAATGAGCAAAAATTGGGGACAAAACTGGACCACTGGTGTTGT
ATTAACCGGTCAGGGTTTATCATTGAGGATTACGACCAGTGATGGAATTACAAAG
GATTTTACTAATGTGATTCCACCGAATTGGGGATTTGGTCAAACTTTTGATGGGA
AGATTAACTTTTAG





