IDENTIFICATION
Species: Arabidopsis thaliana
Locus: AT2G37640

Gene Model: AT2G37640.2
Description: AtEXPA-14
Family: Alpha Expansin

3D structure:

GENOME DATABASES

TAIR: https://www.arabidopsis.org/
KEGG: https://www.genome.jp/entry/T00041
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EXTERNAL RESOURCES
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e
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Superfanilies PLNO0OOS0

Name Accession Description Interval E-value
[+] PLNOO050 super family ci31535 expansin A; Provisional 28-235  1.88e-109

SEQUENCES
Peptide
>AtEXPA-14

MISDFFFFVKFLTFLFSLFFFLARGVLLGGACGYGNLYSQGYGVNTAALSTALFNNGF
SCGACFEIKCTDDPRWCVPGNPSILVTATNFCPPNFAQPSDDGGWCNPPREHFDLAM
PMFLKIGLYRAGIVPVSYRRVPCRKIGGIRFTVNGFRYFNLVLVTNVAGAGDINGVSV
KGSKTDWVRMSRNWGQNWQSNAVLIGQSLSFRVTASDRRSSTSWNVAPATWQFGQ
TFSGKNFRV

CDS (coding sequence)
>AtEXPA-14

ATGATTTCTGACTTCTTCTTTTTTGTGAAGTTTCTAACTTTTTTGTTCTCTCTGTTTT
TCTTTTTGGCGCGTGGGGTTTTGCTAGGCGGCGCGTGTGGGTACGGGAACTTGTA
CAGCCAAGGATACGGTGTGAACACGGCGGCGTTGAGCACTGCTTTGTTCAACAAC
GGATTCAGCTGTGGTGCTTGTTTTGAGATTAAGTGTACTGATGATCCGAGATGGT
GTGTTCCGGGAAATCCATCTATTCTTGTGACGGCGACGAACTTTTGTCCGCCGAAT
TTTGCTCAGCCGAGTGACGACGGAGGGTGGTGCAATCCGCCGCGCGAGCATTTTG
ATCTCGCCATGCCTATGTTCCTCAAGATCGGTCTATACCGTGCAGGCATTGTCCCC
GTCTCCTATCGCAGGGTACCTTGTCGGAAGATAGGAGGGATAAGATTCACAGTAA
ACGGATTCAGATACTTCAATCTTGTTCTGGTAACTAACGTTGCCGGCGCCGGAGA
TATTAACGGAGTTAGCGTAAAGGGATCAAAGACAGATTGGGTGAGGATGAGTCG
GAACTGGGGACAGAACTGGCAATCCAACGCCGTTCTCATCGGCCAATCACTCTCT
TTCCGAGTCACCGCCTCTGACCGACGTTCTTCTACCTCATGGAACGTTGCTCCTGC
CACGTGGCAGTTTGGTCAGACTTTCTCCGGCAAAAACTTTCGAGTCTGA
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Nucleotide

>AtEXPA-14
ATTTCATTTCGTACATATACCATGAATTATGATTTCTGACTTCTTCTTTTTTGTGAA
GTTTCTAACTTTTTTGTTCTCTCTGTTTTTCTTTTTGGCGCGTGGGGTTTTGCTAGG

CGGCGCGTGTGGGTACGGGAACTTGTACAGCCAAGGATACGGTGTGAACACGGC
GGCGTTGAGCACTGCTTTGTTCAACAACGGATTCAGCTGTGGTGCTTGTTTTGAGA
TTAAGTGTACTGATGATCCGAGATGGTGTGTTCCGGGAAATCCATCTATTCTTGTG
ACGGCGACGAACTTTTGTCCGCCGAATTTTGCTCAGCCGAGTGACGACGGAGGGT
GGTGCAATCCGCCGCGCGAGCATTTTGATCTCGCCATGCCTATGTTCCTCAAGATC
GGTCTATACCGTGCAGGCATTGTCCCCGTCTCCTATCGCAGGTCTCTCTCTGTTTT
TTGTTTTGCGTCGTTTTGGTTTTGTCGGCTATTATAATTTGGCGAAATCAATAAGA
ATTTCACTGTTAATAATACGGTGAAGAAATTACACAAAGAACCATATGCATTAAT
GGATGATTCATGATAGTGACTTTTGCAAATCTAGATTATGTTTAAAGGAGATTAA
TATTTTGAAGGGGAGATAAATGTTTTACGTGTAAAACAAATTAGAGGCTTTAGTG
TAAAACAAATTAGAGGCTTTAGTTTTCGATTATTCGTTATAATATGCTAGAAACTA
CAGAGTTTGAATATAGCACTTTCATGTCTCATGTGAAATTGACGTTTTAAAAATTT
CTTAATCCAATATTCAAAAAAAAAAAAAAATCCTTTATAAATCTAAAGATTCTTT
TTTTAAAATAGTATTTTCACAATATCTATTTTTTTCTTTTTAGGTTCTGTTTCTTTAA
TTAACTTTAAAAGATACTTGTACCGACTACCGAACATGTTTTTTTGTTTACCTCTA
GGCTTGTAGCACTTTTAGATAACGGCCTATGTGTTTCAGAGTTCAGAAACTGAAA
CCATCACTCTCGATTATTAGTATTATTTTTTGTTTCTTTCTTTCTCTTTATACACAAT
TTAAATACGAATTATTTATATAGTATTTCCAATTATCTTTTCGGGAAACCAAGCAG
GACACATAGACACAGTAACCCAGAGATCCACCTCTCTCTGTCACTCTCAGTCTCA
CTTGTCTTGTTGTTAATAATTGTCTGAATTTCTGTTTCCTCTGAAGGGTACCTTGTC
GGAAGATAGGAGGGATAAGATTCACAGTAAACGGATTCAGATACTTCAATCTTGT
TCTGGTAACTAACGTTGCCGGCGCCGGAGATATTAACGGAGTTAGCGTAAAGGG
ATCAAAGACAGATTGGGTGAGGATGAGTCGGAACTGGGGACAGAACTGGCAATC
CAACGCCGTTCTCATCGGCCAATCACTCTCTTTCCGAGTCACCGCCTCTGACCGAC
GTTCTTCTACCTCATGGAACGTTGCTCCTGCCACGTGGCAGTTTGGTCAGACTTTC
TCCGGCAAAAACTTTCGAGTCTGAAATCTGAAAAACCACCCAAAAGATGTTTTTT

AATTTTATTTTTTACAATGGAAGAAGACACAAACAAGAAGAGAGATGAGACATTT
TCCAGCCCTGGGTTTTCCCTTTAATTTTCTTGGGAATATTCCGGTGGCTTGTGGAA
AATATTTCCGTTTTTAGTATTATTATCAGCAAAATTTCTTTTAATCTTTGCGATTTA

CGAGTGATTTGTTTTTCTCTTGGTTATTTTGTTCCTTTAATTATTTCGTTGGTGGCA
TCTTCGTTCTGCTAATAAGCCAAAGAGTGTCGAACAGTCAGTGATCGAGTCGAAT
GGACCGTGTAATGGGCCATTGGGCCAAGTTTTCTTGATATAAAATCTGAAATACT
ACTAAA



