IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.010G202500

Gene Model: Potri.010G202500.1.p
Description: PtEXPA-20

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE

Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+ PLNOD050 super family cl31535 expansin A, Provisional 29-256 1.78e-124
SEQUENCES

Peptide

>PtEXPA-20

MAIRSTICVASLVLFLTLVEARIPGVYTGGAWQSAHATFYGGSDASGTMGGACGYG
NLYSQGYGVNTAALSTALFNNGLSCGACFEIKCGNDPQWCHSGSPSILITATNFCPPN
YALPSDNGGWCNPPRPHFDLAMPVFLKIAEYRAGIVPVSYRRVPCRKPGGIRFQINGH
RYFNLVLITNVAGAGDIVKVSVKGSKTGWMSMSRNWGQNWQSNSVLVGQSLSFRV
TGSDRRTSTSWNVVPSNWQFSQTFVGKNFRV*

CDS (coding sequence)
>PtEXPA-20

ATGGCTATTAGGTCTACCATTTGTGTTGCGTCTTTGGTGCTGTTTTTGACTCTTGTC
GAGGCAAGAATTCCTGGTGTTTACACTGGAGGAGCCTGGCAGAGCGCCCATGCTA
CCTTTTACGGTGGCAGTGACGCCTCTGGGACTATGGGCGGTGCTTGTGGGTACGG
CAACTTGTACAGCCAAGGCTATGGCGTGAATACCGCAGCACTAAGCACAGCCCTG
TTCAACAATGGCCTTAGTTGTGGTGCTTGCTTTGAAATAAAGTGCGGTAATGACC
CACAATGGTGCCACTCTGGTAGCCCGTCAATTTTAATCACAGCAACAAACTTTTG
CCCTCCTAATTATGCATTGCCCAGTGACAATGGTGGCTGGTGCAATCCTCCTCGTC
CTCACTTCGATCTTGCTATGCCTGTGTTCCTCAAGATCGCTGAGTACCGTGCTGGC
ATCGTCCCTGTCTCTTACCGCCGGGTGCCGTGTAGAAAACCAGGGGGGATCAGGT
TCCAAATCAACGGTCACCGTTACTTCAACTTGGTTTTGATCACCAACGTTGCAGGT
GCAGGAGATATTGTGAAAGTGAGCGTGAAGGGATCAAAGACTGGATGGATGAGC
ATGAGTCGTAACTGGGGTCAAAACTGGCAGTCAAACTCAGTTTTGGTTGGCCAGT
CATTATCTTTCAGGGTCACCGGCAGTGATAGACGCACCTCTACTTCATGGAACGT
TGTTCCTTCAAACTGGCAATTTAGTCAAACTTTCGTTGGAAAGAATTTTAGGGTTT
AA

Nucleotide
>PtEXPA-20

ACTCCCCCCTGTCCCAAATCCCCATCTCTAGAAGCCTCTTCATAGTCTAGCGACAG
GTGGAAGCAATGGCTATTAGGTCTACCATTTGTGTTGCGTCTTTGGTGCTGTTTTT
GACTCTTGTCGAGGCAAGAATTCCTGGTGTTTACACTGGAGGAGCCTGGCAGAGC
GCCCATGCTACCTTTTACGGTGGCAGTGACGCCTCTGGGACTATGGGTACTGTCA
TCTTGAACCGTTCATGCTAAGTAGTTAGCTTCTTGAATTTTTGATATGTTCATGAG



TTGTTTCTACATTTTGTATAACCCCTCCCATGTTTTCTTCTTGCATTTCCCATGACA
GAACCATAAACACAAAGCAAGCCCATACCTTTCCCTGCTTTTTAACAGCACCGAA
CTCTGTTTTAACCAAAATCAGATTTCAAAGGCATTTAAACGCAATTAGCACACGC
CAATACCACGCATTGCAAATAAATATTAAAATTCCATTTGAAGTATTCAAAAACC
AAAAGTCTAAATCCCACATAAGGAAATTAATTGATCTTATTTTTTGTGTTCAGGCG
GTGCTTGTGGGTACGGCAACTTGTACAGCCAAGGCTATGGCGTGAATACCGCAGC
ACTAAGCACAGCCCTGTTCAACAATGGCCTTAGTTGTGGTGCTTGCTTTGAAATA
AAGTGCGGTAATGACCCACAATGGTGCCACTCTGGTAGCCCGTCAATTTTAATCA
CAGCAACAAACTTTTGCCCTCCTAATTATGCATTGCCCAGTGACAATGGTGGCTG
GTGCAATCCTCCTCGTCCTCACTTCGATCTTGCTATGCCTGTGTTCCTCAAGATCG
CTGAGTACCGTGCTGGCATCGTCCCTGTCTCTTACCGCCGGTAAACATACAACCT
ATTTATCAGTTCAGTTTAGTACGAATAAATCTGTCTGGACTCTAGACTATAAAATG
TGATTGCATGATTTCCTATGCTAGTATAGAATGACGGTCTTTCAAGATTTCTAAGC
GTACAATCTTCTGAAACTTCTGATCAACAGTATTTTCTGAAGAGATCAGAATCAT
CAGATAGAATATCTACTTCGTCCCCACCTCCAAATTACTAAAATGCCATCTGTTTC
TTTTATAGGGTGCCGTGTAGAAAACCAGGGGGGATCAGGTTCCAAATCAACGGTC
ACCGTTACTTCAACTTGGTTTTGATCACCAACGTTGCAGGTGCAGGAGATATTGT
GAAAGTGAGCGTGAAGGGATCAAAGACTGGATGGATGAGCATGAGTCGTAACTG
GGGTCAAAACTGGCAGTCAAACTCAGTTTTGGTTGGCCAGTCATTATCTTTCAGG
GTCACCGGCAGTGATAGACGCACCTCTACTTCATGGAACGTTGTTCCTTCAAACT
GGCAATTTAGTCAAACTTTCGTTGGAAAGAATTTTAGGGTTTAAACTGGTTCAATT
TAAATTTCCCTCTTCGATATTTTGCTTTTTTTTTTTCCGTGCCTTTTCTTTCCCAGGT
GAAAAAAGTGGAAATGAGAAAAGCGTGTCGGTGGTGGCGGTGAAAGGGAGAGT

[TTTTACTTTTTTTTAAAGGGTGGTTGTTTTGTTAATGGGTAAAAAAAAAAGGTGA
AAAAGTGAATGTAGTAAGGTCGGAAGCCGAGGTGGCTGCAAGGATGAATGTAGC
CCGCCGCTTTTGTTTACCATGTGATAAATTGATATCTATATATATATACATACAAG
AATCTTGCTTATTTGTTTTCCGAAAGTGATCTTAGACGTTCAAATTTTATAATATG
GTTTGTTTTG






