IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.04G314000

Gene Model: SbRi0.04G314000.1.p
Description: SbrEXPB-31

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio



https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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DOMAIN ARCHITECTURE
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Specific hits L Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits ol

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 35-159 3.66e-78
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Plll from Lolium perenne. 167-243 5.11e-32

SEQUENCES
Peptide
>SbhrEXPB-31

MATKMVLCRFVALAALACLLRPGAPVELHRKLSAWSGDAGATWYGAPTGAGSDG
GACGYQNAVDQPPFSSMIAAGSPSIFQNGEGCGSCYQVKCTGHASCSGSPVTVVLTD
ECPGGACLAEPVHFDLSGTAFGALAKPGQADQLRSAGLLKIQYTRVPCNWNGMDIA
FKVDGGSNANYLAVLIEYESGDGELRSVELMQRGGAAWAPMQRSWGAVWRYNSG
AALQAPFSVRLTSGSGRTVVATNVIPAGWSPGATYRSVVNFNN*

CDS (coding sequence)
>ShrEXPB-31

ATGGCTACCAAGATGGTCCTGTGTCGCTTTGTGGCCTTGGCGGCTCTCGCCTGCCT
CCTCCGCCCTGGCGCGCCCGTCGAGCTCCACCGCAAGCTCTCCGCCTGGTCCGGL
GACGCCGGCGCGACGTGGTACGGCGCACCCACCGGCGCTGGGAGCGACGGTGGT
GCGTGCGGGTACCAGAACGCCGTCGACCAGCCGCCGTTCTCGTCCATGATCGCCG
CCGGCAGCCCGTCCATCTTCCAGAACGGCGAGGGCTGCGGCTCCTGCTATCAGGT
GAAATGCACCGGTCACGCGTCGTGCTCCGGCAGCCCGGTGACGGTGGTCCTGACC
GACGAGTGCCCCGGCGGCGCGTGCCTGGCCGAGCCCGTGCACTTCGACCTGAGCG
GCACGGCGTTCGGAGCCCTGGCGAAGCCCGGCCAGGCCGACCAGCTCCGCAGCG
CCGGACTCCTCAAGATCCAGTACACTCGGGTGCCGTGCAACTGGAACGGGATGG
ACATCGCGTTCAAGGTGGACGGCGGGTCGAACGCGAACTACTTGGCGGTGCTGAT
CGAGTACGAGTCCGGCGACGGCGAGCTGAGGTCCGTGGAGCTCATGCAGCGCGG
CGGCGCGGCGTGGGCGCCGATGCAGCGGTCGTGGGGCGCCGTGTGGAGGTACAA
CTCCGGCGCCGCCCTGCAGGCGCCCTTCTCCGTCCGCCTCACCTCCGGCTCCGGCA
GGACGGTCGTGGCCACCAACGTCATCCCCGCGGGGTGGTCGCCCGGCGCCACGTA
CCGCTCGGTCGTCAACTTCAACAACTAA

Nucleotide
>ShrEXPB-31

CACTCCACAAAGCACAGCACTGCTCGGCTTGGCTTGGCTTGTCCTCTTCCTTTGTT
GCCATGGCTACCAAGATGGTCCTGTGTCGCTTTGTGGCCTTGGCGGCTCTCGCCTG
CCTCCTCCGCCCTGGCGCGCCCGTCGAGCTCCACCGCAAGCTCTCCGCCTGGTCC
GGCGACGCCGGCGCGACGTGGTACGGCGCACCCACCGGCGCTGGGAGCGACGGT



AAGTACAGATACACATGCACGCGCGACGCGCGTGAACTTTAACAAATTTTCCATT
CCACCTGCATGCAAAACAAAAGGAATCCGTAACAAATGCCGCCTTCCGGGGATC
CGGTGGTTATACGTGTACGTCGTTTTTTCGTGTAGGTGGTGCGTGCGGGTACCAG
AACGCCGTCGACCAGCCGCCGTTCTCGTCCATGATCGCCGCCGGCAGCCCGTCCA
TCTTCCAGAACGGCGAGGGCTGCGGCTCCTGCTATCAGGTAACGTAGTTCGGTTA
TTCGTGCGACCGTTTCTTTAAGAGAGTGGCTAGCTCGTAATACTATGCCACTTCCT
CCTACTTAATAAATGACACCGGCCGGCGCCGCGTTTGGAGCAACTATAAATTCTG
CAGGTGAAATGCACCGGTCACGCGTCGTGCTCCGGCAGCCCGGTGACGGTGGTCC
TGACCGACGAGTGCCCCGGCGGCGCGTGCCTGGCCGAGCCCGTGCACTTCGACCT
GAGCGGCACGGCGTTCGGAGCCCTGGCGAAGCCCGGCCAGGCCGACCAGCTCCG
CAGCGCCGGACTCCTCAAGATCCAGTACACTCGGTACGTAAGCTCTCGCAGCGCG
CCGCGTGCACGTGCCGCGTAGGAGTGTAGTACGTACTTGTGCTGTGTCGTACGTT
CATATACTCGCTTTCGGTGTGGTGTACCGCGTAGTATGCCGTTGGAGTACATTAG
GCTGCATGCAGCCTCCAACGCACGTAGAGCAACGCCGCGTGACCGTGACGCATG
CAGGGTGCACGTACGTACAAACATTCTCGTGTCTGTTTTCTCCTTGGTGCATGTAC
TATATAGTGATAGACGAGAAGAGTGTCTGTTCCTCGCAACTTGTCGTTTCGTGCC
GCCCATGTCCATGTCCATGCATGACCGTCCGCTGGCGTGCGTACGTGCAGGGTGC
CGTGCAACTGGAACGGGATGGACATCGCGTTCAAGGTGGACGGCGGGTCGAACG
CGAACTACTTGGCGGTGCTGATCGAGTACGAGTCCGGCGACGGCGAGCTGAGGT
CCGTGGAGCTCATGCAGCGCGGCGGCGCGGCGTGGGCGCCGATGCAGCGGTCGT
GGGGCGCCGTGTGGAGGTACAACTCCGGCGCCGCCCTGCAGGCGCCCTTCTCCGT
CCGCCTCACCTCCGGCTCCGGCAGGACGGTCGTGGCCACCAACGTCATCCCCGCG
GGGTGGTCGCCCGGCGCCACGTACCGCTCGGTCGTCAACTTCAACAACTAATTAA
CCGTGACCCGGATGCATCGTACGTCCGGGTGCACGCGCGCGCGLCGLCLCLGLLGGEG
ACGGCGTGGCGCTTGGCTTGGTTTATGATTCGAGCTAGCTGTGCGTGCCTACACC
GGCCGACGACGACGCTACTGTGTACCGTTGCGTGCGTGACAGTCACCGTGTATCC
CCGGAATGGCGTGTTTGTGTTGAATATATAAATAAAAGCTGGATTATTGGAACTT
TTTTTTTTGTGACTTAAGCTGGATTGGAACTTGGAAGCGATGTGTTCTGTGTGTTG
ATCGCTGGGTTGATTTCGCTGTCAGGCGTGCGCAAGCCACGCGCCCACACGCCGC
TTCTTCGTGCGTGCGCCGTGCCGCCTTTCGAGGGAAGAAGAGTCCACGGGACGGG
AGTCAGGGCCATCCTCACGTTGAATGCGAAGCAGCAGGCCCACGTTGAATGTTCG
TTAACAGAACAGAAGCGGCGGAAAAAGCGCAGTTGGCGTCACGCCCACAGAATG
CTAAGCGGATCCAACAACATGGTATCGTATTGCGTCGCGGGCGGTGTTCCTCTTC
CCGGCTCCCGACGACGTGTGTTTCCGTCGGTCGGTGTTTGATACATACGCCTTCGC
CTTGGCAGGTTTGGCCGACGTGCGTCACGAACTCGTGAATCATGTGATGGAAGAC
GTGCGCGACGAGTTCTCTAGTGCTACTCCACGCACACGGCGGGACGGCCAGCCCA
CCTCTGCTTGGAGATGGGCCGGATGGGTGGCAGAGGGGCCGATTATTTTGATGGG
GGTTCGTTCTAACTCCGCACGGGCTAGGGGTGCACTCGGCCCGCGCAGATGCTAC
GCTCCACTCAACACGCATTCCTCTGCCAGCAGAGATGCAACCGGGCCAGGCTGCA
CTAGCTCACGGCCTCCGTTTATTTTGGTTAGGTGGTGGTGGGCCGGTGGGGTTTGG
GCCAGGGAGCTACTTAAATAAAAAAAAATTCCCGTAAATAATACTATACCCATCT
AGAATGGAGAATATTAAAGTCTAGAAAGACAGTAGTGTGTGGCACCATCGCCTG
AAAATAAAGTCTAGAGAATGAAGAACTTTTCAATAATTAATTTCATCTTCAAAGG
ACAGAGTTCAAATATTGATGCACATCTAGCTAGCTAGAAGCTCTGTAAATTTACC
AATAGGTGAACATGTTTGGTTTTTGGGGCCCCTTGATAGCATTTGTAATTATATTT
CATTGAATGAAAAAAGACAGTGGT






