
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.04G314000 

Gene Model: SbRio.04G314000.1.p 

Description: SbrEXPB-31 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPB-31 

MATKMVLCRFVALAALACLLRPGAPVELHRKLSAWSGDAGATWYGAPTGAGSDG

GACGYQNAVDQPPFSSMIAAGSPSIFQNGEGCGSCYQVKCTGHASCSGSPVTVVLTD

ECPGGACLAEPVHFDLSGTAFGALAKPGQADQLRSAGLLKIQYTRVPCNWNGMDIA

FKVDGGSNANYLAVLIEYESGDGELRSVELMQRGGAAWAPMQRSWGAVWRYNSG

AALQAPFSVRLTSGSGRTVVATNVIPAGWSPGATYRSVVNFNN* 

CDS (coding sequence) 

>SbrEXPB-31 

ATGGCTACCAAGATGGTCCTGTGTCGCTTTGTGGCCTTGGCGGCTCTCGCCTGCCT

CCTCCGCCCTGGCGCGCCCGTCGAGCTCCACCGCAAGCTCTCCGCCTGGTCCGGC

GACGCCGGCGCGACGTGGTACGGCGCACCCACCGGCGCTGGGAGCGACGGTGGT

GCGTGCGGGTACCAGAACGCCGTCGACCAGCCGCCGTTCTCGTCCATGATCGCCG

CCGGCAGCCCGTCCATCTTCCAGAACGGCGAGGGCTGCGGCTCCTGCTATCAGGT

GAAATGCACCGGTCACGCGTCGTGCTCCGGCAGCCCGGTGACGGTGGTCCTGACC

GACGAGTGCCCCGGCGGCGCGTGCCTGGCCGAGCCCGTGCACTTCGACCTGAGCG

GCACGGCGTTCGGAGCCCTGGCGAAGCCCGGCCAGGCCGACCAGCTCCGCAGCG

CCGGACTCCTCAAGATCCAGTACACTCGGGTGCCGTGCAACTGGAACGGGATGG

ACATCGCGTTCAAGGTGGACGGCGGGTCGAACGCGAACTACTTGGCGGTGCTGAT

CGAGTACGAGTCCGGCGACGGCGAGCTGAGGTCCGTGGAGCTCATGCAGCGCGG

CGGCGCGGCGTGGGCGCCGATGCAGCGGTCGTGGGGCGCCGTGTGGAGGTACAA

CTCCGGCGCCGCCCTGCAGGCGCCCTTCTCCGTCCGCCTCACCTCCGGCTCCGGCA

GGACGGTCGTGGCCACCAACGTCATCCCCGCGGGGTGGTCGCCCGGCGCCACGTA

CCGCTCGGTCGTCAACTTCAACAACTAA 

Nucleotide 

>SbrEXPB-31 

CACTCCACAAAGCACAGCACTGCTCGGCTTGGCTTGGCTTGTCCTCTTCCTTTGTT

GCCATGGCTACCAAGATGGTCCTGTGTCGCTTTGTGGCCTTGGCGGCTCTCGCCTG

CCTCCTCCGCCCTGGCGCGCCCGTCGAGCTCCACCGCAAGCTCTCCGCCTGGTCC

GGCGACGCCGGCGCGACGTGGTACGGCGCACCCACCGGCGCTGGGAGCGACGGT



AAGTACAGATACACATGCACGCGCGACGCGCGTGAACTTTAACAAATTTTCCATT

CCACCTGCATGCAAAACAAAAGGAATCCGTAACAAATGCCGCCTTCCGGGGATC

CGGTGGTTATACGTGTACGTCGTTTTTTCGTGTAGGTGGTGCGTGCGGGTACCAG

AACGCCGTCGACCAGCCGCCGTTCTCGTCCATGATCGCCGCCGGCAGCCCGTCCA

TCTTCCAGAACGGCGAGGGCTGCGGCTCCTGCTATCAGGTAACGTAGTTCGGTTA

TTCGTGCGACCGTTTCTTTAAGAGAGTGGCTAGCTCGTAATACTATGCCACTTCCT

CCTACTTAATAAATGACACCGGCCGGCGCCGCGTTTGGAGCAACTATAAATTCTG

CAGGTGAAATGCACCGGTCACGCGTCGTGCTCCGGCAGCCCGGTGACGGTGGTCC

TGACCGACGAGTGCCCCGGCGGCGCGTGCCTGGCCGAGCCCGTGCACTTCGACCT

GAGCGGCACGGCGTTCGGAGCCCTGGCGAAGCCCGGCCAGGCCGACCAGCTCCG

CAGCGCCGGACTCCTCAAGATCCAGTACACTCGGTACGTAAGCTCTCGCAGCGCG

CCGCGTGCACGTGCCGCGTAGGAGTGTAGTACGTACTTGTGCTGTGTCGTACGTT

CATATACTCGCTTTCGGTGTGGTGTACCGCGTAGTATGCCGTTGGAGTACATTAG

GCTGCATGCAGCCTCCAACGCACGTAGAGCAACGCCGCGTGACCGTGACGCATG

CAGGGTGCACGTACGTACAAACATTCTCGTGTCTGTTTTCTCCTTGGTGCATGTAC

TATATAGTGATAGACGAGAAGAGTGTCTGTTCCTCGCAACTTGTCGTTTCGTGCC

GCCCATGTCCATGTCCATGCATGACCGTCCGCTGGCGTGCGTACGTGCAGGGTGC

CGTGCAACTGGAACGGGATGGACATCGCGTTCAAGGTGGACGGCGGGTCGAACG

CGAACTACTTGGCGGTGCTGATCGAGTACGAGTCCGGCGACGGCGAGCTGAGGT

CCGTGGAGCTCATGCAGCGCGGCGGCGCGGCGTGGGCGCCGATGCAGCGGTCGT

GGGGCGCCGTGTGGAGGTACAACTCCGGCGCCGCCCTGCAGGCGCCCTTCTCCGT

CCGCCTCACCTCCGGCTCCGGCAGGACGGTCGTGGCCACCAACGTCATCCCCGCG

GGGTGGTCGCCCGGCGCCACGTACCGCTCGGTCGTCAACTTCAACAACTAATTAA

CCGTGACCCGGATGCATCGTACGTCCGGGTGCACGCGCGCGCGCGCCCGCCGGG

ACGGCGTGGCGCTTGGCTTGGTTTATGATTCGAGCTAGCTGTGCGTGCCTACACC

GGCCGACGACGACGCTACTGTGTACCGTTGCGTGCGTGACAGTCACCGTGTATCC

CCGGAATGGCGTGTTTGTGTTGAATATATAAATAAAAGCTGGATTATTGGAACTT

TTTTTTTTGTGACTTAAGCTGGATTGGAACTTGGAAGCGATGTGTTCTGTGTGTTG

ATCGCTGGGTTGATTTCGCTGTCAGGCGTGCGCAAGCCACGCGCCCACACGCCGC

TTCTTCGTGCGTGCGCCGTGCCGCCTTTCGAGGGAAGAAGAGTCCACGGGACGGG

AGTCAGGGCCATCCTCACGTTGAATGCGAAGCAGCAGGCCCACGTTGAATGTTCG

TTAACAGAACAGAAGCGGCGGAAAAAGCGCAGTTGGCGTCACGCCCACAGAATG

CTAAGCGGATCCAACAACATGGTATCGTATTGCGTCGCGGGCGGTGTTCCTCTTC

CCGGCTCCCGACGACGTGTGTTTCCGTCGGTCGGTGTTTGATACATACGCCTTCGC

CTTGGCAGGTTTGGCCGACGTGCGTCACGAACTCGTGAATCATGTGATGGAAGAC

GTGCGCGACGAGTTCTCTAGTGCTACTCCACGCACACGGCGGGACGGCCAGCCCA

CCTCTGCTTGGAGATGGGCCGGATGGGTGGCAGAGGGGCCGATTATTTTGATGGG

GGTTCGTTCTAACTCCGCACGGGCTAGGGGTGCACTCGGCCCGCGCAGATGCTAC

GCTCCACTCAACACGCATTCCTCTGCCAGCAGAGATGCAACCGGGCCAGGCTGCA

CTAGCTCACGGCCTCCGTTTATTTTGGTTAGGTGGTGGTGGGCCGGTGGGGTTTGG

GCCAGGGAGCTACTTAAATAAAAAAAAATTCCCGTAAATAATACTATACCCATCT

AGAATGGAGAATATTAAAGTCTAGAAAGACAGTAGTGTGTGGCACCATCGCCTG

AAAATAAAGTCTAGAGAATGAAGAACTTTTCAATAATTAATTTCATCTTCAAAGG

ACAGAGTTCAAATATTGATGCACATCTAGCTAGCTAGAAGCTCTGTAAATTTACC

AATAGGTGAACATGTTTGGTTTTTGGGGCCCCTTGATAGCATTTGTAATTATATTT

CATTGAATGAAAAAAGACAGTGGT 




