IDENTIFICATION

Species: Oropetium thomaeum

Locus: Oropetium_20150105_26576A

Gene Model: Oropetium_20150105 26576A
Description: OthEXPB-16

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1 0
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0
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DOMAIN ARCHITECTURE
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Query seq, MY IRLFLAFAT TALLRPSASARAAGWSSGGATHY GORHGAGTDGGACSAYT VYY SDLCSGGACODGSYHLOMSG TAF GAMAKP GOADALLNAGRIQIQYTRTPCNWHGLDIAFRY DGGSTSNYL AVAVEL EAGDG DLRALELKQGA
specific hits Pollen_allerg_1
Superfanilies PBE_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RipA, N-terminal domain of expansins, and similar domains; The 32-104 231e-28
[+] Pollen_allerg_1 Polien allergen; This family contains allergens lol PI, Pl and Pill from Lolium perenne 12-144 3.71e-09

>OthEXPB-16

MVIRLFLAFATTALLRPSASAAAAGWSSGGATWYGDRHGAGTDGGACSAVTVVVS
DLCSGGACQDGSVHLDMSGTAFGAMAKPGQADQLLNAGRIQIQYTRTPCNWHGLDI
AFRVDGGSTSNYLAVAVELEAGDGDLRALELKQGA*

CDS (coding sequence)
>OthEXPB-16

ATGGTGATCCGGCTCTTCTTGGCCTTCGCGACGACGGCTCTTCTCAGGCCCAGCGC
ATCTGCCGCCGCCGCCGGCTGGTCCAGCGGCGGGGCGACGTGGTACGGCGACCG
CCACGGCGCAGGCACTGACGGTGGCGCTTGTAGTGCGGTGACCGTGGTCGTCAGC
GACCTGTGCTCCGGCGGCGCGTGCCAGGACGGGTCGGTGCACTTGGACATGAGC
GGGACGGCTTTCGGCGCCATGGCGAAACCCGGCCAGGCCGATCAGCTCCTCAAC
GCCGGCCGCATCCAGATCCAGTACACTCGGACGCCGTGCAACTGGCACGGGCTG
GACATCGCCTTCAGGGTAGACGGCGGCTCCACGTCCAACTACCTCGCGGTGGCCG
TCGAGTTAGAGGCCGGCGACGGCGACCTGCGCGCCCTCGAGCTCAAGCAGGGCG
CT

Nucleotide
>0OthEXPB-16

TGGCTTCCATGGTGATCCGGCTCTTCTTGGCCTTCGCGACGACGGCTCTTCTCAGG
CCCAGCGCATCTGCCGCCGCCGCCGGCTGGTCCAGCGGCGGGGCGACGTGGTAC
GGCGACCGCCACGGCGCAGGCACTGACGGTATATACGCGTACACAGATACACAC
TCTCATATGGACGCACCGGACCATGATCAGTGTATAAAGGTTTACTAATAATGCC
AATTGCCAACCATTGTTCCACACGACTTGTCGTGTGGTATAGGTGGCGCTTGTAG
GTAACAGGGTGCCGTTCAGCAGCCACCGTTCTCCTCCATGGTGGCCGCCGGCAGC
CCGTCCATATTCCAGAACGGCAAGGGCTGCGGCTCTTGCTATCAGGTCAAATGCA
CCGGCCACCCGTCGTGCTCCGGCAGTGCGGTGACCGTGGTCGTCAGCGACCTGTG
CTCCGGCGGCGCGTGCCAGGACGGGTCGGTGCACTTGGACATGAGCGGGACGGC
TTTCGGCGCCATGGCGAAACCCGGCCAGGCCGATCAGCTCCTCAACGLCCGGLCCGC
ATCCAGATCCAGTACACTCGGTACGTAAGTACTAGCAAAGCTTACGCACGCGTCA
TCACGTACGCGTGCTGTCCACAGGTATGCCAGTCTTTCATCGTTTTTCACTGACTG
ACCCCGGCCTTCTACGCCGCCACAGGACGCCGTGCAACTGGCACGGGCTGGACAT



CGCCTTCAGGGTAGACGGCGGCTCCACGTCCAACTACCTCGCGGTGGCCGTCGAG
TTAGAGGCCGGCGACGGCGACCTGCGCGCCCTCGAGCTCAAGCAGGGCGCT



