
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G609900 

Gene Model: PhHAL.9G609900.1.p 

Description: PhhEXPA-34 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPA-34 

MCSRHSSLVSSRDAPACLSEQQQLILPFAHQKKKTDPSFSALITVCLVERTYRNRTGLS

LLDPIVLLARSRAQKMIGFNSSIGWRRRSHGRHRKWRGRPAAEQKNLSSKCQWNGG

GRDFLYGGEKEVMRNRVAFKAARRSVWVRHASACESAPGSVRASSASPVAAFLFKH

RRDHRHLPHSSVITSPAGLVLYPPTLRRACPPTHWPATAGESESLDRLPIDMARKVSS

CHSLVVVVVAASLAATARAAWIRGSATFYGGADASGTMGGACGYGNLYSTGYGTN

TVALSSSLFKDGASCGECYQVMCDQQNSQWCRPGVTVTVTATNLCPPDWSKPNNN

GGWCNPPRQHFDMAQPAWEKIGVYRGGYVPVMYQRVSCSRSGGVRFTINGNNYFE

LVLVTNVAGPGSLKSVQIRGTRTGWVTMSRNWGANWQANNYLNGQSISFRVTATN

GQTLEFGNVAGPNWQFGQTFTNGQNFY* 

CDS (coding sequence) 

>PhhEXPA-34 

ATGTGCTCCAGGCACTCAAGTCTCGTGAGCTCACGTGACGCTCCAGCCTGCCTCT

CCGAGCAGCAGCAACTGATCCTTCCTTTTGCCCACCAAAAAAAAAAAACTGATCC

TTCTTTTTCTGCCCTAATCACTGTCTGTTTAGTCGAACGTACGTATCGTAATCGCA

CCGGCTTGAGCTTGCTAGATCCTATCGTTTTACTGGCCAGATCGCGTGCGCAGAA

AATGATCGGCTTCAATTCTTCGATCGGGTGGCGGAGGAGAAGCCATGGCCGGCAT

AGAAAATGGCGGGGTCGGCCGGCTGCAGAGCAGAAGAATCTTTCTTCGAAATGC

CAATGGAACGGAGGAGGGAGAGACTTTTTGTACGGGGGGGAGAAGGAGGTGATG

AGGAATCGTGTGGCATTTAAGGCGGCACGGCGCAGCGTCTGGGTGCGGCATGCA

TCGGCATGTGAGTCCGCGCCGGGGTCCGTGCGCGCGAGCTCCGCCTCCCCCGTCG

CCGCATTCCTATTTAAGCACCGCCGCGATCACCGCCATCTTCCTCACTCATCAGTC

ATCACCTCCCCGGCCGGTCTAGTACTCTATCCTCCCACATTGCGTCGAGCGTGCCC

ACCCACACACTGGCCTGCGACTGCCGGAGAGAGCGAGAGCCTAGATAGATTGCC

AATCGACATGGCGCGCAAGGTATCGTCGTGCCACTCGCTGGTGGTTGTCGTCGTC

GCCGCGAGCCTCGCCGCGACGGCCCGGGCAGCATGGATCAGGGGCTCGGCGACG

TTCTACGGCGGGGCCGACGCCTCCGGCACAATGGGTGGCGCGTGCGGGTACGGC

AACCTATACTCGACGGGGTACGGGACGAACACGGTGGCGCTGAGCTCGTCGCTGT

TCAAGGACGGGGCGTCGTGCGGGGAGTGCTACCAGGTCATGTGCGACCAGCAGA

ACAGCCAGTGGTGCAGGCCGGGCGTGACGGTGACCGTCACGGCGACCAACCTGT

GCCCTCCAGACTGGTCCAAGCCCAACAACAACGGCGGCTGGTGCAACCCGCCGC



GGCAGCACTTCGACATGGCGCAGCCGGCCTGGGAGAAGATCGGCGTCTACCGCG

GCGGATACGTCCCGGTCATGTACCAGAGGGTGTCGTGCTCGCGGAGCGGCGGCGT

GCGGTTCACCATCAACGGCAACAACTACTTCGAGCTGGTGCTCGTCACCAATGTG

GCCGGGCCGGGGTCCCTCAAGTCGGTGCAGATCAGGGGCACCCGGACGGGGTGG

GTCACCATGTCCCGGAACTGGGGCGCCAACTGGCAGGCCAACAACTACCTCAAC

GGCCAGAGCATCTCCTTCCGGGTCACCGCCACCAACGGCCAGACGCTCGAGTTCG

GGAACGTCGCGGGCCCCAACTGGCAGTTCGGCCAGACCTTCACCAACGGCCAAA

ATTTCTACTAG 

Nucleotide 

>PhhEXPA-34 

CTAAAATGAAGTCCACTTGTGGCCATAGCCAAGAGGTGACAGTTGACTTGCAAGT

GAGTTCCTTTTCGTCGATTCCAATCGACCTGACAAAGCAACAGGCCTTCCAGATA

GCTCTATTCCGAAGCCAAACTTACCAATCTAAAATACACTGCTAGACTCCCTGAA

ACTACAGTCACCTACCTAACCTACTCCTACACACAGCTAAATTCCCTAGCCTCGAT

CACCGGCCACTTACTGTCAAGCGAGGAATTCTCTTTCTTTTTTGTCAGGCTAGGTT

AATCAGTAGATCGAGCGAGCGCGTCAACCGCCACGATCCAAGGGCTCTCATCGTG

ATTGCGAGGGCCGGGCAGTGAGAGGCTCCTCGATCCGAGGACCCTCCGCTTATCG

TCGGTAATCACGCAACCCCCTCGCCGTTAATCCCATGTGCTCCAGGCACTCAAGT

CTCGTGAGCTCACGTGACGCTCCAGCCTGCCTCTCCGAGCAGCAGCAACTGATCC

TTCCTTTTGCCCACCAAAAAAAAAAAACTGATCCTTCTTTTTCTGCCCTAATCACT

GTCTGTTTAGTCGAACGTACGTATCGTAATCGCACCGGCTTGAGCTTGCTAGATCC

TATCGTTTTACTGGCCAGATCGCGTGCGCAGAAAATGATCGGCTTCAATTCTTCG

ATCGGGTGGCGGAGGAGAAGCCATGGCCGGCATAGAAAATGGCGGGGTCGGCCG

GCTGCAGAGCAGAAGAATCTTTCTTCGAAATGCCAATGGAACGGAGGAGGGAGA

GACTTTTTGTACGGGGGGGAGAAGGAGGTGATGAGGAATCGTGTGGCATTTAAG

GCGGCACGGCGCAGCGTCTGGGTGCGGCATGCATCGGCATGTGAGTCCGCGCCG

GGGTCCGTGCGCGCGAGCTCCGCCTCCCCCGTCGCCGCATTCCTATTTAAGCACC

GCCGCGATCACCGCCATCTTCCTCACTCATCAGTCATCACCTCCCCGGCCGGTCTA

GTACTCTATCCTCCCACATTGCGTCGAGCGTGCCCACCCACACACTGGCCTGCGA

CTGCCGGAGAGAGCGAGAGCCTAGATAGATTGCCAATCGACATGGCGCGCAAGG

TATCGTCGTGCCACTCGCTGGTGGTTGTCGTCGTCGCCGCGAGCCTCGCCGCGAC

GGCCCGGGCAGCATGGATCAGGGGCTCGGCGACGTTCTACGGCGGGGCCGACGC

CTCCGGCACAATGGGTGAGTGGCCAAGCTAGGCTCGGTAACTGGTTGCAATGCAC

TTCCAATGGCTTGGACCCGTGCGCTGATCGAGATGATTTGCTGCAATTGATGCAG

GTGGCGCGTGCGGGTACGGCAACCTATACTCGACGGGGTACGGGACGAACACGG

TGGCGCTGAGCTCGTCGCTGTTCAAGGACGGGGCGTCGTGCGGGGAGTGCTACCA

GGTCATGTGCGACCAGCAGAACAGCCAGTGGTGCAGGCCGGGCGTGACGGTGAC

CGTCACGGCGACCAACCTGTGCCCTCCAGACTGGTCCAAGCCCAACAACAACGGC

GGCTGGTGCAACCCGCCGCGGCAGCACTTCGACATGGCGCAGCCGGCCTGGGAG

AAGATCGGCGTCTACCGCGGCGGATACGTCCCGGTCATGTACCAGAGGTACGTAT

ACACATGAGCGCGCTTCTTATTACTCCAGTTCCCAGTCGCGGGCCGGCCGTCGTTT

CGACGGCCGGTCAGCGCACGTACGCCGGCGATGACGATGACTAACGTGCGGCGG

CGTCACGTTGCAAATGTTCAACAGGGTGTCGTGCTCGCGGAGCGGCGGCGTGCGG

TTCACCATCAACGGCAACAACTACTTCGAGCTGGTGCTCGTCACCAATGTGGCCG

GGCCGGGGTCCCTCAAGTCGGTGCAGATCAGGGGCACCCGGACGGGGTGGGTCA



CCATGTCCCGGAACTGGGGCGCCAACTGGCAGGCCAACAACTACCTCAACGGCC

AGAGCATCTCCTTCCGGGTCACCGCCACCAACGGCCAGACGCTCGAGTTCGGGAA

CGTCGCGGGCCCCAACTGGCAGTTCGGCCAGACCTTCACCAACGGCCAAAATTTC

TACTAGCGGCGGCGCGCCGGCGCGCCGGCCGCCGGCTCTCCTGTTTTCCCTTGAT

CAATTTTGCATCTGGAAACTTGCCAAAAAGAAGGCCTTATTTAGTAGCGTCATTG

TGATGGAAATGTTAGTGACTCGATTAGCGGCTAGGTCGCATGCATGAGGCGGTTG

GCATGGCAGAGGTGGGGTTCATGGGTCTCCGTCTGTCCGTCCGGGCGGCCGGCCT

GATCGAGTGCCCGCCATGCCTACTGCTTTACGGATGATTATTGTTGCTGGATTAAA

AAACCCAAAAATGAAAAAAAGAGTTGATTAGTGGCGACTGCCTTTGCTTGGACA

CGAGATTATCGTGGACTGATCGATCGATGTGCCGAGATGGCGCTTAACTTGCTGG

AAGAAGCAAGCCGCATGTGAGCGAACTGTAGCAGATTGATGTTTTTTCCCCTACT

GAAATGGCCAAGCATTGGTTTTGACTCGAGTGCCTGGGGTCATGGGCTGCAGTGC

TGGGGTCAAATGGTATGCGTACAAGTTTTTTTTTTTTTGAGAGGAGTATGCGTACA

AGTTGGAGGGA 




