IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol007218

Gene Model: Bol007218
Description: BolEXPA-19
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm
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Superfanilies PLNO0O0OS50

Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisional 6-252 9.35e-140
SEQUENCES

Peptide

>BolEXPA-19

MFMGKMSPLGIFLLGLAAMACSVHGYDAGWVNAHATFYGGSDASGTMGGACGYG
NLYSQGYGTNTAALSTALFNNGLSCGACFEIKCQSDGAWCLPGAIVVTATNFCPPNN

ALPNTAGGWCNPPLHHFDLSQPIFQRIAHY KAGVVPVSYRRVPCKRRGGIRFTINGHS
YFNLVLVTNVGGAGDVRSVAVKGSRTNWQQMSRNWGQNWQSNNLLNGQALSFKV
TASDGQTVVSNNVAPASWSFGQTFTGRQFR*

CDS (coding sequence)
>BolEXPA-19

ATGTTCATGGGAAAAATGAGTCCTTTGGGGATTTTCCTGTTGGGTTTAGCTGCAAT
GGCGTGCTCTGTTCATGGATACGACGCTGGGTGGGTCAATGCTCATGCCACTTTCT
ACGGTGGAAGTGATGCTTCTGGAACAATGGGTGGCGCTTGTGGGTACGGGAATCT
CTACAGTCAAGGCTACGGAACCAACACGGCGGCGTTAAGCACCGCACTGTTCAA
CAACGGCCTTAGCTGCGGCGCGTGTTTCGAGATCAAGTGCCAGAGCGACGGCGC
GTGGTGTTTACCCGGTGCAATCGTGGTCACAGCGACCAACTTCTGCCCTCCCAAC
AACGCTCTGCCTAATACCGCAGGTGGTTGGTGTAACCCTCCGCTTCACCATTTTGA
TCTCTCTCAGCCTATCTTCCAACGCATTGCTCACTACAAAGCTGGTGTTGTCCCTG
TTTCTTACAGAAGGGTTCCGTGTAAGAGAAGGGGAGGTATAAGATTCACAATCAA
CGGCCACTCTTACTTCAACCTTGTCTTGGTCACTAATGTCGGCGGCGCCGGAGAT
GTTCGCTCTGTGGCGGTTAAAGGTTCAAGAACAAACTGGCAGCAGATGTCGAGG
AACTGGGGACAAAACTGGCAAAGCAACAATCTTCTTAATGGTCAAGCATTGTCCT
TTAAGGTTACTGCTAGTGATGGTCAAACCGTTGTCTCCAACAACGTTGCTCCTGCT
AGCTGGTCCTTCGGACAAACCTTCACCGGCCGTCAATTCCGTTAA

Nucleotide
>BolEXPA-19

ATGTTCATGTACACATCTCTCTCTCTCTCTCTTTAATTCTAACTGTTTTCGTTACTT
CTTGCTAGTAAATGTCTTGTACTAATTTTGCTTGATATTTAAACAACTGCAGGGGA
AAAATGAGTCCTTTGGGGATTTTCCTGTTGGGTTTAGCTGCAATGGCGTGCTCTGT
TCATGGATACGACGCTGGGTGGGTCAATGCTCATGCCACTTTCTACGGTGGAAGT



GATGCTTCTGGAACAATGGGTATGTTTCAACTTTCAACAACTCTTAAAGAATACA
TTGAATATGTTTTGATGAAATGCCTCACCATTTCTTGTTCTCTAGGTGGCGCTTGT
GGGTACGGGAATCTCTACAGTCAAGGCTACGGAACCAACACGGCGGCGTTAAGC
ACCGCACTGTTCAACAACGGCCTTAGCTGCGGCGCGTGTTTCGAGATCAAGTGCC
AGAGCGACGGCGCGTGGTGTTTACCCGGTGCAATCGTGGTCACAGCGACCAACTT
CTGCCCTCCCAACAACGCTCTGCCTAATACCGCAGGTGGTTGGTGTAACCCTCCG
CTTCACCATTTTGATCTCTCTCAGCCTATCTTCCAACGCATTGCTCACTACAAAGC
TGGTGTTGTCCCTGTTTCTTACAGAAGGTAAACACACGCTTTCTTTTAAACGATTG
TAAAGTTTCCGTCTTTATGTACAATTTTTTTTTAATTTTGTGTCAATTTTATTTATA
GGGTTCCGTGTAAGAGAAGGGGAGGTATAAGATTCACAATCAACGGCCACTCTT
ACTTCAACCTTGTCTTGGTCACTAATGTCGGCGGCGCCGGAGATGTTCGCTCTGTG
GCGGTTAAAGGTTCAAGAACAAACTGGCAGCAGATGTCGAGGAACTGGGGACAA
AACTGGCAAAGCAACAATCTTCTTAATGGTCAAGCATTGTCCTTTAAGGTTACTG
CTAGTGATGGTCAAACCGTTGTCTCCAACAACGTTGCTCCTGCTAGCTGGTCCTTC
GGACAAACCTTCACCGGCCGTCAATTCCGTTAA




