IDENTIFICATION

Species: Brachypodium distachyon
Locus: Bradi4g41110

Gene Model: Bradi4g41110.1.p
Description: BAEXPB-19
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon _v3 1
KEGG: https://www.genome.jp/entry/T01717

EXTERNAL RESOURCES

https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html
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DOMAIN ARCHITECTURE
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Superfanilies PLN03023

Name Accession Description Interval E-value
[+] PLN03023 super family 1 Expansin-like B1; Provisional 46-269 1.75e-38
SEQUENCES

Peptide

>BdEXPB-19

MGSSFVFAAPAVVACSLLLLCNCGAPSPSAVQAEELRREVHGWADARATWY GPPGG
AGTDGGACGYQGDVEQPPFSAMITAGGPSIFQSGQGCGACYQVKCTGNAACSGRPV

TVVVTDECPDGTCLSERFHFDLGGRAFGAMAKPGLAEALRHAGNIKVQFNRVACNW
KGVDMAFKVDVGSNPYYLAVLVEDESGDGDLSAVDLRQHGGSGGGWAPMQRSWG
AVWKYNGGPLQGPMSIRLTSGSGRKLVAADVIPAGWQPGRTYRSVVNY*

CDS (coding sequence)
>BdEXPB-19

ATGGGTTCCTCTTTCGTGTTCGCGGCGCCGGCTGTAGTAGCCTGCAGCCTCCTGCT
GCTCTGCAACTGTGGCGCGCCGTCGCCGTCGGCCGTGCAGGCCGAGGAGCTCCGC
CGCGAGGTCCATGGCTGGGCCGACGCCCGCGCCACGTGGTACGGCCLCCCLCCGGA
GGCGCCGGCACCGACGGCGGTGCGTGCGGGTACCAGGGCGACGTGGAGCAGCCG
CCGTTCTCCGCCATGATCACCGCCGGCGGGCCCTCCATCTTCCAGAGCGGCCAGG
GCTGCGGCGCTTGCTACCAGGTGAAATGCACGGGAAACGCGGCTTGCTCCGGCCG
GCCGGTGACCGTGGTGGTGACCGACGAGTGCCCCGACGGGACGTGCCTCTCCGA
GCGCTTCCACTTCGACCTCGGCGGCAGGGCCTTCGGCGCCATGGCCAAGCLCLCGGL
CTCGCCGAGGCCCTCCGCCACGCCGGCAACATCAAAGTCCAGTTCAACCGGGTGG
CGTGCAACTGGAAGGGAGTGGACATGGCATTCAAGGTGGACGTCGGGTCGAACC
CGTACTACCTGGCGGTGCTGGTGGAGGACGAGTCCGGCGACGGCGACCTGTCCGC
CGTCGACCTCCGCCAGCACGGCGGTTCCGGCGGGGGGTGGGCCCCGATGCAGCG
CTCCTGGGGCGCCGTCTGGAAGTACAACGGGGGCCCGCTGCAGGGGCCCATGTC
GATCCGGCTCACGTCCGGCTCCGGCAGGAAGCTCGTCGCCGCCGACGTCATCCCC
GCCGGCTGGCAGCCCGGCCGCACCTACCGCTCCGTCGTCAACTACTGA

Nucleotide
>BdEXPB-19

CGATTCTGTAATACAGTCTGATATCATCTTGTTTCCAAATAGTGTCGTGAATTGTT
GCGAGCGAGCGAGCAAATGGGTTCCTCTTTCGTGTTCGCGGCGCCGGCTGTAGTA
GCCTGCAGCCTCCTGCTGCTCTGCAACTGTGGCGCGCCGTCGCCGTCGGCCGTGL
AGGCCGAGGAGCTCCGCCGCGAGGTCCATGGCTGGGCCGACGCCCGCGCCACGT



GGTACGGCCCCCCCGGAGGCGCCGGCACCGACGGTACGTCACCTAACGCGTATAT
ATATACAGTGATTAATTAATTGCTCAGAGATCATCGAGTTACTGACACGGCGTCG
TCGACACCCTGCATGTATAAGGCGGTGCGTGCGGGTACCAGGGCGACGTGGAGC
AGCCGCCGTTCTCCGCCATGATCACCGCCGGCGGGCCCTCCATCTTCCAGAGCGG
CCAGGGCTGCGGCGCTTGCTACCAGGTAACACAAATCGGTCGATCGGTTTCTTTA
CTTTCTTTCGACCATTTAATTTCCCCCGGCCGTTACCATTTCTCCTCTATTAATTAT
TACCCAAATTATTATCCGGGAATTCAGCTGATCGTGTGCGCATGCATGCAGGTGA
AATGCACGGGAAACGCGGCTTGCTCCGGCCGGCCGGTGACCGTGGTGGTGACCG
ACGAGTGCCCCGACGGGACGTGCCTCTCCGAGCGCTTCCACTTCGACCTCGGCGG
CAGGGCCTTCGGCGCCATGGCCAAGCCCGGCCTCGCCGAGGLCLCCTCCGLCCACGCC
GGCAACATCAAAGTCCAGTTCAACCGGTAAAAAACACATATATTAACCTGATCAG
AGTGTAATTCGAGACTAATTTGCACTGCGTACCAGTAAATTAACAAGTCTTTAAT
TTGATCGGTTAATTTCTTTAATTACAGGGTGGCGTGCAACTGGAAGGGAGTGGAC
ATGGCATTCAAGGTGGACGTCGGGTCGAACCCGTACTACCTGGCGGTGCTGGTGG
AGGACGAGTCCGGCGACGGCGACCTGTCCGCCGTCGACCTCCGCCAGCACGGCG
GTTCCGGCGGGGGGTGGGCCCCGATGCAGCGCTCCTGGGGCGCCGTCTGGAAGT
ACAACGGGGGCCCGCTGCAGGGGCCCATGTCGATCCGGCTCACGTCCGGCTCCGEG

CAGGAAGCTCGTCGCCGCCGACGTCATCCCCGCCGGCTGGCAGCCCGGCCGCACC
TACCGCTCCGTCGTCAACTACTGA



