
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006648527 

Gene Model: XP_006648527.1 

Description: ObEXPA-05 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPA-05 

MVKLADHVRAAAGAAAVFSALVVAAVMVGGAGALEPGGWLRAHATFYGGADAS

GTIGCACGYGNLDAQGDGTRTAALSTALFNGGLACGECYKLVCDRKTDRTWCKPG

VSVTITATNFCPPNWNLPSDNGGWGNPPRPHFDMAQPAWEKIGIFRGGIIPVIYQRVP

CMKKGGVRFTINGHDYFQLVLLTNVGAAGSIRAMDVRSSSSADWMAMAHNWGAQ

WHSLAYLTGQGLSFRVTITDGQTLVFPGVVRPGWRFGQTFASNLQFK 

CDS (coding sequence) 

>ObEXPA-05 

ATGGTGAAGCTGGCTGATCACGTGCGCGCGGCGGCGGGCGCCGCCGCCGTCTTCT

CAGCGCTCGTGGTGGCGGCGGTGATGGTCGGCGGCGCGGGCGCGCTGGAGCCCG

GCGGGTGGCTGAGGGCGCACGCGACGTTCTACGGCGGCGCGGACGCGTCGGGGA

CGATTGGCTGCGCGTGCGGGTACGGCAACCTGGACGCGCAGGGGGACGGCACGC

GGACGGCGGCGCTCAGCACGGCGCTCTTCAACGGCGGGCTCGCCTGCGGCGAGT

GCTACAAGCTCGTCTGCGACCGCAAGACGGACCGGACGTGGTGCAAGCCCGGCG

TGTCCGTTACCATCACCGCCACCAACTTCTGCCCGCCCAACTGGAACCTCCCCAG

CGACAACGGCGGCTGGGGCAACCCGCCGCGCCCCCACTTCGACATGGCCCAGCC

GGCGTGGGAGAAGATCGGCATCTTCCGCGGCGGCATCATCCCCGTCATCTACCAA

AGGGTTCCGTGCATGAAGAAAGGAGGGGTGCGGTTCACCATCAACGGGCACGAC

TACTTCCAGCTGGTGCTCCTGACCAACGTCGGGGCGGCCGGCTCGATCAGGGCCA

TGGACGTGAGGAGCTCGAGCTCGGCGGACTGGATGGCCATGGCGCACAACTGGG

GCGCCCAGTGGCACTCGCTGGCCTACCTCACCGGCCAGGGCCTCTCCTTCCGGGT

CACCATCACCGACGGCCAGACGCTCGTCTTCCCCGGCGTCGTCCGGCCGGGTTGG

AGGTTCGGCCAGACGTTCGCCAGTAACCTCCAGTTCAAGTGACCGATCAACCGAA

TTGAAGCTCAGTTAAGCACAGCTGCTTCATGCATGCATGTGTGAAGATTCATTTA

GGCGTC 

Nucleotide 

>ObEXPA-05 

AATAAAAAAATTATAGATAAAAAATTTTATGTTTTTAGTGATCTAAAAGTCAATG

ATAAAAAATAAACACTAATAAAACCCTAAATTCTACTCAAAATTTAATACTAAAA

GTTTAAATTTTAGCTTATAAATATGAGCATAAGTATTGTAATGACGCAGGTATAC



TGCCTTTCGTACGTGTGCATCTTGTGCATCTTCCCCGCAAGTCATGCACATGCATG

TGCGCGCCCGCGCGCCCAGCTTGTCTTCGTGGCTAACCTAGCTACGTCGCGGCGC

GTGTGGCCGCCGTGGCATGGCTAGCTCGATCTAGCCCTAACGTTGCCGTTCCCGC

TCGCCACACACCTTCGCCTTTCTCAATTCTGACTTCCTCCATCCTCGATCCGACCT

ATATATGCACCGCACGCGCCATGGTCTGCACCTCCAGTTCCACCATTCATTCGTTC

CACCCATCTGCACATCTCGATCGAAGGCTCCAAAAGCTAGTTAGCAGCCAGCCAG

CCATGGTGAAGCTGGCTGATCACGTGCGCGCGGCGGCGGGCGCCGCCGCCGTCTT

CTCAGCGCTCGTGGTGGCGGCGGTGATGGTCGGCGGCGCGGGCGCGCTGGAGCC

CGGCGGGTGGCTGAGGGCGCACGCGACGTTCTACGGCGGCGCGGACGCGTCGGG

GACGATTGGCTGCGCGTGCGGGTACGGCAACCTGGACGCGCAGGGGGACGGCAC

GCGGACGGCGGCGCTCAGCACGGCGCTCTTCAACGGCGGGCTCGCCTGCGGCGA

GTGCTACAAGCTCGTCTGCGACCGCAAGACGGACCGGACGTGGTGCAAGCCCGG

CGTGTCCGTTACCATCACCGCCACCAACTTCTGCCCGCCCAACTGGAACCTCCCC

AGCGACAACGGCGGCTGGGGCAACCCGCCGCGCCCCCACTTCGACATGGCCCAG

CCGGCGTGGGAGAAGATCGGCATCTTCCGCGGCGGCATCATCCCCGTCATCTACC

AAAGGTACTCACCAACAAAAAAATACAACATCCACACATTAATATATACTCCTTC

CATATCTTTATTTGACGCCATTGATTTTTAGTTGATCATTTTTGTTATTCAAAAAGT

CTATATAATTATTAATTATTATATGATTTCACTTACTACTATAAAAACTTTAATTA

TGATTTATAACTTTGCATACGTGAATAAAATTTTTAAATAAGACGAATGATATAA

TATAGATCTAAAAGTCAACGACACCGAGTGCGAAATAAACTGAAACGAGTATAA

TATAGTTCTTGATCAATTCGTAAAATTTATCCCAATGTTTTACATGTAGGGTTCCG

TGCATGAAGAAAGGAGGGGTGCGGTTCACCATCAACGGGCACGACTACTTCCAG

CTGGTGCTCCTGACCAACGTCGGGGCGGCCGGCTCGATCAGGGCCATGGACGTGA

GGAGCTCGAGCTCGGCGGACTGGATGGCCATGGCGCACAACTGGGGCGCCCAGT

GGCACTCGCTGGCCTACCTCACCGGCCAGGGCCTCTCCTTCCGGGTCACCATCAC

CGACGGCCAGACGCTCGTCTTCCCCGGCGTCGTCCGGCCGGGTTGGAGGTTCGGC

CAGACGTTCGCCAGTAACCTCCAGTTCAAGTGACCGATCAACCGAATTGAAGCTC

AGTTAAGCACAGCTGCTTCATGCATGCATGTGTGAAGATTCATTTAGGCGTCCAG

GGCTTTTTACCGTACTTAAAAAGTATTTTGAGGTATCAAAAATTTTAGCGTAAAA

ATCTGGTACTTTAAGATACTAAATTTTTACATAAAAAATATGATACATTTAAATAT

TTTTTAAGGATGTTAAAAAAGCTCTAATTTATATATGCATGCATGGGGTTGATTTA

CTATGTTAATTGTTTTGTAATTAATTGCCTACTTGAAACCGCCGTTTTCTTTGGGCT

TGTATGTGTGATGTACATAAAGAGAGAGTTTTATTGATTCTTATGGAAGTATGAT

CACCATTCGAGTAAAGTATAGCTTTGGTGTTTAGTTGAGTAGACCATAATTAAGT

TCGACGTCCTCGAGGAGATAACCAGGTTTCTTAGTGTTAATTTTGTAAGCAACAC

CTTCTGGCACTTACATATGTAACTCTTTGTTTCAAAATCCGTAAAATAGAAAACCT

CAGATCAAAAAACCATCAAATTGAATGAATTGTTAGCGTAGGGGTTGTCCTT 




