
IDENTIFICATION 

Species: Aquilegia coerulea 

Locus: Aqcoe3G083000 

Gene Model: Aqcoe3G083000.1.p 

Description: AcEXPA-10 

Family: Alpha Expansin 

3D structure: 

 

GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acoerulea_v3_1 

EXTERNAL RESOURCES 



 

GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AcEXPA-10 

MKKFMKFVWVRSRRLLTDLRGRKQLKQLKFALMEKLLHLENLRNNGGWCNPPRQH

FDMSQPAFQKIAVSKAGIEPVLYRKGSCKRTGGIRLTITRRDYFDLVLINNIGATVDIA

KVWMKGSKTNSWEPMSRNWGSNCQSSTYLNRQSLSFRIQTSNGRTKTTYNVAASNV

FGRSYSSNVQF* 

CDS (coding sequence) 

>AcEXPA-10 

ATGAAGAAGTTTATGAAATTTGTGTGGGTCAGATCACGTAGGTTGTTAACCGACC

TCAGGGGAAGAAAGCAATTAAAGCAACTGAAGTTTGCACTTATGGAAAAACTTTT

GCATTTGGAGAATTTGCGTAACAATGGTGGATGGTGCAACCCGCCACGACAACAC

TTTGACATGTCGCAACCTGCATTTCAGAAGATTGCAGTTTCCAAAGCCGGCATTG

AACCTGTGCTCTATAGAAAGGGTAGTTGCAAGAGAACTGGAGGGATTCGATTGA

CCATCACCAGACGAGATTACTTCGACCTGGTCCTCATAAATAATATAGGAGCAAC

TGTAGATATAGCAAAGGTCTGGATGAAAGGGTCCAAAACAAATAGTTGGGAACC

AATGTCCAGAAACTGGGGATCAAACTGCCAAAGCTCGACCTATCTGAATCGCCAG

AGTTTATCATTTAGAATCCAGACAAGCAATGGACGTACGAAAACAACATATAATG

TCGCGGCTTCTAATTGGGTATTCGGCCGATCTTACTCCAGCAATGTTCAGTTCTAA 

Nucleotide 

>AcEXPA-10 

ACGAAGATTCATTCAAATTTTGCTGCAGGTTAGATTTAGTTACTTCTCAATAACCT

ATATTATGTCCTTTAATCGCAGAAGTTTTATTTGTTGATTTTTCAAACTCCTTAGTT

ACATGGAACTGATCAGTAGTATTTGCGCATTCTTAGCAGACAGGTTATGTATGTT

GTTAATCAACTTCAGAGAAAGAAAGTAATTGCATTGTAATTTGTCAGCAAAAATT

TGTCCATTGCTAATCCATGTTCAAAAGTCATTGGAACAAACACAGGTATGGATCT

AACATTGGTTTAGGGTTCTACATGCTATTATGTTTAAAGTTCCTTGAATTTGATGC

CAGGTGAGGCCGAGGACCGTGATGAAGAAGTTTATGAAATTTGTGTGGGTCAGA



TCACGTAGGTTGTTAACCGACCTCAGGGGAAGAAAGCAATTAAAGCAACTGAAG

TTTGCACTTATGGGTAGGTAGTGTTATCTATAATTATAAGGAAATATGTTGTTTGT

TGAGAAAAGGTGGTGGATTGTGTTGGACAGATTAATACAAAGGAAGAAAACTGT

CGTAACCAAAATTCATTTCTATTAAGATACTGTCTCCAATCAATTGAAGATCATCA

CCTACTGTTCTTAGTTTCTAGGTTAGGTCTTGCTTCAAATCATTAATTGAAATTTCC

TCTTTGTTTTCATTTGTTTTGTTAAATTTTGTTGTTCATGATGAATTGAATCAAGTA

GATTGGACTGGAGTTGAATCTCTCAATAAAACAGCAGGTATCTAGGTTAAGATAA

GGTATGATTGTGATAAACTTATCGCAGAAAAACTTTTGCATTTGGAGAATTTGCG

TAACAATGGTGGATGGTGCAACCCGCCACGACAACACTTTGACATGTCGCAACCT

GCATTTCAGAAGATTGCAGTTTCCAAAGCCGGCATTGAACCTGTGCTCTATAGAA

AGTATGTTCCCATATCATATATCAACCACTACCAAATTTACATTCTCATGAATTAG

TGACTGATATATTATCTACCTCTGTCTGTATATCTCAGGGGTAGTTGCAAGAGAAC

TGGAGGGATTCGATTGACCATCACCAGACGAGATTACTTCGACCTGGTCCTCATA

AATAATATAGGAGCAACTGTAGATATAGCAAAGGTCTGGATGAAAGGGTCCAAA

ACAAATAGTTGGGAACCAATGTCCAGAAACTGGGGATCAAACTGCCAAAGCTCG

ACCTATCTGAATCGCCAGAGTTTATCATTTAGAATCCAGACAAGCAATGGACGTA

CGAAAACAACATATAATGTCGCGGCTTCTAATTGGGTATTCGGCCGATCTTACTC

CAGCAATGTTCAGTTCTAAGACATCTGACTCGAAAATTTCCATTTCTTTCCTCAAT

GTTTATTCCAAATCATTTCTTTCATTAGTTGTGTTTTTGTACCTATTTGAGGTTCAA

TTTTTTTTAACAATATATTGCTTCCTATTATTATAAATCCTTATATTT 


