IDENTIFICATION

Species: Aquilegia coerulea
Locus: Agcoe3G083000

Gene Model: Aqcoe3G083000.1.p
Description: AcCEXPA-10
Family: Alpha Expansin

3D structure:
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Superfanilies PLN00193

Name Accession Description Interval E-value
[+] PLN00193 super family ¢l33423 expansin-A; Provisional 44-182  1.56e-61
SEQUENCES

Peptide

>AcEXPA-10

MKKFMKFVWVRSRRLLTDLRGRKQLKQLKFALMEKLLHLENLRNNGGWCNPPRQH
FDMSQPAFQKIAVSKAGIEPVLYRKGSCKRTGGIRLTITRRDYFDLVLINNIGATVDIA
KVWMKGSKTNSWEPMSRNWGSNCQSSTYLNRQSLSFRIQTSNGRTKTTYNVAASNV
FGRSYSSNVQF*

CDS (coding sequence)
>AcEXPA-10

ATGAAGAAGTTTATGAAATTTGTGTGGGTCAGATCACGTAGGTTGTTAACCGACC
TCAGGGGAAGAAAGCAATTAAAGCAACTGAAGTTTGCACTTATGGAAAAACTTTT
GCATTTGGAGAATTTGCGTAACAATGGTGGATGGTGCAACCCGCCACGACAACAC
TTTGACATGTCGCAACCTGCATTTCAGAAGATTGCAGTTTCCAAAGCCGGCATTG
AACCTGTGCTCTATAGAAAGGGTAGTTGCAAGAGAACTGGAGGGATTCGATTGA
CCATCACCAGACGAGATTACTTCGACCTGGTCCTCATAAATAATATAGGAGCAAC
TGTAGATATAGCAAAGGTCTGGATGAAAGGGTCCAAAACAAATAGTTGGGAACC
AATGTCCAGAAACTGGGGATCAAACTGCCAAAGCTCGACCTATCTGAATCGCCAG
AGTTTATCATTTAGAATCCAGACAAGCAATGGACGTACGAAAACAACATATAATG
TCGCGGCTTCTAATTGGGTATTCGGCCGATCTTACTCCAGCAATGTTCAGTTCTAA

Nucleotide
>AcEXPA-10

ACGAAGATTCATTCAAATTTTGCTGCAGGTTAGATTTAGTTACTTCTCAATAACCT
ATATTATGTCCTTTAATCGCAGAAGTTTTATTTGTTGATTTTTCAAACTCCTTAGTT
ACATGGAACTGATCAGTAGTATTTGCGCATTCTTAGCAGACAGGTTATGTATGTT
GTTAATCAACTTCAGAGAAAGAAAGTAATTGCATTGTAATTTGTCAGCAAAAATT
TGTCCATTGCTAATCCATGTTCAAAAGTCATTGGAACAAACACAGGTATGGATCT
AACATTGGTTTAGGGTTCTACATGCTATTATGTTTAAAGTTCCTTGAATTTGATGC
CAGGTGAGGCCGAGGACCGTGATGAAGAAGTTTATGAAATTTGTGTGGGTCAGA



TCACGTAGGTTGTTAACCGACCTCAGGGGAAGAAAGCAATTAAAGCAACTGAAG
TTTGCACTTATGGGTAGGTAGTGTTATCTATAATTATAAGGAAATATGTTGTTTGT
TGAGAAAAGGTGGTGGATTGTGTTGGACAGATTAATACAAAGGAAGAAAACTGT
CGTAACCAAAATTCATTTCTATTAAGATACTGTCTCCAATCAATTGAAGATCATCA
CCTACTGTTCTTAGTTTCTAGGTTAGGTCTTGCTTCAAATCATTAATTGAAATTTCC
TCTTTGTTTTCATTTGTTTTGTTAAATTTTGTTGTTCATGATGAATTGAATCAAGTA
GATTGGACTGGAGTTGAATCTCTCAATAAAACAGCAGGTATCTAGGTTAAGATAA
GGTATGATTGTGATAAACTTATCGCAGAAAAACTTTTGCATTTGGAGAATTTGCG
TAACAATGGTGGATGGTGCAACCCGCCACGACAACACTTTGACATGTCGCAACCT
GCATTTCAGAAGATTGCAGTTTCCAAAGCCGGCATTGAACCTGTGCTCTATAGAA
AGTATGTTCCCATATCATATATCAACCACTACCAAATTTACATTCTCATGAATTAG
TGACTGATATATTATCTACCTCTGTCTGTATATCTCAGGGGTAGTTGCAAGAGAAC
TGGAGGGATTCGATTGACCATCACCAGACGAGATTACTTCGACCTGGTCCTCATA
AATAATATAGGAGCAACTGTAGATATAGCAAAGGTCTGGATGAAAGGGTCCAAA
ACAAATAGTTGGGAACCAATGTCCAGAAACTGGGGATCAAACTGCCAAAGCTCG
ACCTATCTGAATCGCCAGAGTTTATCATTTAGAATCCAGACAAGCAATGGACGTA
CGAAAACAACATATAATGTCGCGGCTTCTAATTGGGTATTCGGCCGATCTTACTC
CAGCAATGTTCAGTTCTAAGACATCTGACTCGAAAATTTCCATTTCTTTCCTCAAT
GTTTATTCCAAATCATTTCTTTCATTAGTTGTGTTTTTGTACCTATTTGAGGTTCAA
TTTTTTTTAACAATATATTGCTTCCTATTATTATAAATCCTTATATTT




