IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G599700

Gene Model: Pahal.9G599700.1.p
Description: PhEXPA-32
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Query seq.
Superfanilies

+ Name Accession Description Interval E-value
[+] PLN00193 super family 33423 expansin-A; Provisional 27-250 3 13e-110
SEQUENCES

Peptide

>PhEXPA-32

MGQRFLHQLLLAVLALCLFAPARSDEWLPATATFYGGADGSDTMGGACGYGNLYD
QGYGINNAALSTALFNDGAACGQCYVIICDTSKSGWCRPGKWVAVSATNFCPPNWS
LPGGGWCGPPRPHFDMSQPAWENIGIYSAGIIPVLYQRIKCWRDGGVRFTIAGENYFE
LVLVTNVAGSGSIQSMAVKGTTTDWIQMSRNWGANWQCLAALAGQGLSFALTSTG
GQTIVFQDVVPAWWQFGQTFTTHQNFDY*

CDS (coding sequence)
>PhEXPA-32

ATGGGGCAACGTTTCCTGCACCAGCTGCTGCTCGCCGTTCTTGCGCTCTGCTTATT
TGCACCGGCGAGATCGGACGAGTGGCTCCCGGCCACCGCCACGTTCTACGGTGGC
GCCGACGGCTCCGACACAATGGGCGGAGCGTGCGGGTACGGCAACCTGTACGAC
CAGGGATACGGCATCAACAACGCCGCGCTGAGCACGGCGCTGTTCAACGACGGC
GCGGCGTGCGGGCAGTGCTACGTGATCATCTGCGACACCAGCAAGTCCGGGTGGT
GCCGGCCGGGCAAGTGGGTCGCCGTCTCCGCCACCAACTTCTGCCCGCCCAACTG
GTCGCTCCCCGGCGGCGGCTGGTGCGGCCCGCCTCGCCCCCACTTCGACATGTCC
CAGCCCGCCTGGGAGAACATCGGCATCTACAGCGCCGGCATCATCCCCGTCCTCT
ACCAACGGATCAAGTGCTGGAGGGACGGCGGCGTGCGGTTCACCATCGCCGGCT
TCAACTACTTCGAGCTGGTGCTGGTGACCAACGTGGCCGGGAGCGGCTCCATCCA
GAGCATGGCGGTGAAGGGCACCACCACGGATTGGATCCAGATGTCCAGGAACTG
GGGCGCCAACTGGCAGTGCCTCGCCGLCGCTCGCCGGCCAGGGGCTCAGCTTCGCG
CTCACCTCCACCGGCGGCCAGACGATCGTCTTCCAGGACGTCGTGCCGGCGTGGT
GGCAGTTCGGCCAGACCTTCACCACCCACCAGAATTTCGACTACTAA

Nucleotide
>PhEXPA-32

GCCTGACTTGAGGATTTGTCTCCTTGACATCAACTTTCCACTGATCCTAGCATTTG
GTAATTTGTTTGTCTGACATTGGTAAATACTTTTGTCCTACTTTTGTTGATGATGAT
TGGGCTACTGTCCTGCCAACAAGGAACTTGTCTCCAGAATCATGCCCCAACAAGC
TAAGTTCATCCTGTTTGTTCTGACCAAACGCCAAAACTGTCAACTCTGAAACAGA
GGCTTCTGTGCCAATTACCATGGCACAATAGCAAAAGCCTACATGGTGCTTCTGA
GATCCAGTCCACAGCGACTCCATTGATGAGGACTGAAGATCCAGTACATGAACAT



CGCGGCTATGTTCTTTGGTTTTAGAGTATGTTCAAATCTTGATACAGTCCCCTGTC
TCTCTACGAGGTGCCAACAAGCTGTACGCAATCTGAATCCGGATCCTCCATCAGC
CCATGGACATATGTTTGCTTCCCATAAATATGCCTTGCATATTATGGATTCATTTC
ACCCACCAAATTGTTGGTTACTGGTTGCAACTTGCAACCGACAACCAGATCAGAA
ATGCAACGGCATTTCCTTTAAAAAGGAATGCAGGAACGAAATGAGTAGCACCCC
CTAAATTTGCATTAAAAAATCATGCAAAAGTTAGATAGCCAGGTAGACAATGCA
ATCATTTTACATTCATGCAAAATCTGAGTTTGAACACAAATTGTTCAAGGAGAAA
CAAAAAGAGAAATGACCACGTGAATAGTTGTGGGTGCAACTGTTCATTCTTAAAA
CTGCAACTATTCACAGGCTGATTTCTTTTTTTCCTTTTGTTTCTGCTTGCACAAATT
TTTGTTCAATATCAGATTTTGTATGAATGTAGTCCTTGTATGCTCTGCTTATTTATA
TTTGTCTTTCTCTGGAAGAGGAAGGGAACTGAACTCAGCCACCTCATTGCTATC
GGAGGAGATCGCTGCTAGCCCAACTACTTCCATCTGAACTGGCAGACCGAACACA
CATCTCAAACACAGGAGGGGGTTGCATTGCAGGTCTGCAATTTCAGAGCTCTGTC
TGCAGATCTTGCCTGCACATTTAGTGCCCCCACATGCAGCCTCACCCCGCAATAC
ATCTTTTTTTCCTTTCCACGAAGGTTCCTGCGATCTTGTTGGAGGAGTGACCCGGA
GATATTGGGCACCATGTCATGGGATACATTTGTGATGCTGCTCCTTGTGACTCTGC
AGCTTTCAATTTGCTCTCGCGCGTGCCAACACGGGGGAGCTGCTGCTAACTGGCT
GTCAGAAATGTGCCACACATCAACGGGGTCCCATGTCCTGCACAAATTAAAAATA
GCATCAGTGCACATGAAGTCTGTAAATGTGATGAACAATGCTCTAATCAATTGTT
AATCTTTTGCACGAACTGAGTTAACACCTGCGTTTGCTTGATTTTGAAATGAACAC
AGATCGCGGGGGCATGGCATGTGTGCTTCTGCTGTAGGCCTCAGGCAGATGAACA
GCAATTTTTGTGCTGTCACAATTGCAACCCACCTTTATTATTCAGACTCTCGCTGA
GTACAGTGTAAACGCGAAGAAGAAAATAGACAAATAAATTGGAACCTAAAAGCT
CTCTACTTTATTGGCACACACGGGGGTGTACACGCCCACGCGTTTGCCTTGTACCA
ACTGAGGTAGCTAGGCTCCGCCACGGACCTAGTGGAGTGTTCTTCCTCTCAGGTC
TCAGCCATGTTTGTTCAAGGCAGAGAAAGTACAGAGAAAGAGGTCTCAGCCATC
AGTTGCTAGTGTCGCAGTTCACATTAGCGTGTCGGTCCAAGGATCTCTCTATTTAA
CCCTGCACGCGAACCCCTTCTCTTATCTGCAGTCTCCAAGTTCAGACTTCAGAGGT
GTCGCTGTAGCAGTGTAGCTTCGCTTGCACTTGCACCTGCTGCATTGCACGCTTTC
AGAAGATGCCATCACTGCAGGTTCTGCTGCTGCTCTTGCTCGCCCTGATCTCGCTG
TCCTCTTCAGCTCGAGGCTATGGCGTCGGCCGCTGGATCAGTGCGCACGCCACCT
TCTACGGCGGCGCCGACGCCTCCGGCACGATGGGTGCGTACAATGTTATGGATGA
TCGACTGGGCGAGAGCTTAGTTTTTAACCAATGTGGTTGATCAGTTTTTGACTCCG
ATTAGTGCGCATCTCTACCAGGCGGCGCGTGCGGGTACGGCGACCTGTACAGCCA
GGGTTACGGCACGGAGACGACGGCGCTGAGCACGGCGCTATTCAGCGGCGGTCT
GAGCTGCGGCGCGTGCTTCGAGCTGCGGTGCGCCGGLCGGLCLGLCGGGTCGTGLGL
GCCGGGCGGCTCCGTCGTGGTGACGGCCACCAACTTCTGCCCGCCCAACTACGCG
CTCCCCAGCGGCGCCGGCGGGTGGTGCAACCCGCCGCTGCGGCACTTCGACCTGT
CGCAGCCGGCGTTCCTCCGCATCGCCCGGTACCGCGCCGGCATCGTCCCCGTCGC
CTACCGCCGGGTGCCCTGCAGGCGGCGGGGCGGCATGCGCTTCACCGTGAACGG
CCACCCCTACTTCAACCTGGTGCTGGTCAGCAACGTGGGCGGCGCCGGCGACGTG
CGCGCCGTGGCCGTGCGGGGCGGCGCAGGLCGLCCCGGGLCGLCGGTGGLCGGGGLATG
GCCCGGAACTGGGGCCAGAACTGGCAGAGCGGCGCGCGCLCTCGACGGGCAGGCG
CTCTCCTTCAGGGTCACCACCAGCGACCGCCACTCCGTCGTCTCCTACAACGTCGC
GCCCGCCGGATGGGCCTTCGGCCAGACGTTCACCGGCGGCCAGTTCCCGTAGTTA
AGATCGGGCCGGAATGCTGCCACACGTTCGGCACGCAGAGTGGGTTCATCTTTCA
ATACATTTATACGAGATCTTGTACGACTCGTGTATTCCAAACGAACCTGCACTTG




GTGACTCAGAGTGGTGGAAATCTCTGAGCATTTGTACTCACACGTCTCTGCTTCTC
TGAGCATTTCAAATGGGTGAGAAGAAGGAAGAAATCTCATCCGTCTATTGTAAAT
CGTGGGAGTATTTTTCATGGCATCGTGGCTTCTATCCCGTCCTCCATCCTCCGTCT
TCGGTGTCTCTCGCCTCTGAACTTGTCGGTGCTACCCACCGCCCTAACTTGACGGA
GGAGATCACCGTCGCTCGAGGAGGAGCAGATGTAAGAGGCATGAAATTTGGACT
TGGAAGAGGAGAAAAAAC



