IDENTIFICATION
Species: Arabidopsis thaliana
Locus: AT5G39300

Gene Model: AT5G39300.1
Description: AtEXPA-30
Family: Alpha Expansin

3D structure:

GENOME DATABASES

TAIR: https://www.arabidopsis.org/
KEGG: https://www.genome.jp/entry/T00041
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EXTERNAL RESOURCES
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e
939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1
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Tery seq,

Superfanilies PLNOOOS0

Name Accession Description Interval E-value
[+] PLN00050 super family ¢i31535 expansin A. Provisional 50-273  1.02e-96
SEQUENCES

Peptide

>AtEXPA-30

MKLLEQMVYVECFMIIMATLLVSMSYGHRAMINDVAEAPVIDNVGSPTNGLDSSWY
DARATFYGDIHGGETQQGACGYGDLFKQGYGLETAALSTALFNEGYTCGACYQIMC
VHDPQWCLPGTIKITATNFCPPDY SKTEGVWCNPPQKHFDLSLPMFLKIAQYKAGVV
PVKYRRISCARTGGVKFETKGNPYFLMILPYNVGGAGDIKLMQVKGDKTGWITMQK
NWGOQNWTTGVNLTGQGISFRVTTSDGVTKDFNNVMPNNWGFGQTFDGKINF

CDS (coding sequence)
>AtEXPA-30

ATGAAACTCTTAGAACAAATGGTATACGTAGAATGTTTTATGATAATAATGGCTA
CATTGTTAGTGTCCATGAGTTACGGTCATCGAGCGATGATTAATGATGTAGCCGA
AGCACCCGTGATTGACAATGTAGGCAGCCCAACCAACGGACTCGACAGTTCTTGG
TATGATGCACGAGCAACATTTTACGGTGATATCCATGGTGGAGAAACTCAACAGG
GAGCCTGTGGATACGGTGATTTATTCAAACAAGGCTATGGTCTAGAGACAGCGGC
ATTGAGCACAGCACTCTTCAACGAAGGGTATACATGTGGGGCTTGTTACCAGATC
ATGTGTGTGCACGACCCACAATGGTGTTTACCCGGAACCATCAAGATTACAGCAA
CAAATTTCTGTCCACCAGATTACTCCAAAACCGAAGGCGTTTGGTGCAACCCACC
ACAAAAGCACTTTGACCTCTCCCTACCAATGTTCCTCAAGATCGCCCAATACAAA
GCTGGAGTTGTCCCAGTTAAATACAGACGTATTTCTTGTGCAAGAACTGGTGGTG
TCAAGTTTGAAACCAAAGGAAACCCTTATTTCTTAATGATCTTGCCATACAATGT
AGGAGGCGCTGGAGATATCAAGTTGATGCAAGTTAAAGGAGACAAGACCGGGTG
GATAACAATGCAAAAGAACTGGGGACAAAACTGGACCACTGGTGTTAATTTGAC
TGGTCAGGGTATTTCATTCAGGGTTACGACGAGTGATGGGGTTACAAAAGATTTT
AATAATGTGATGCCAAACAATTGGGGATTTGGACAGACTTTTGATGGAAAGATTA
ACTTTTAG
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Nucleotide
>AtEXPA-30

TCAAAGTTAAATAAGAAAAATATCATTCAAAAGAAACAATAATCATGAAACTCTT
AGAACAAATGGTATACGTAGAATGTTTTATGATAATAATGGCTACATTGTTAGTG
TCCATGAGTTACGGTCATCGAGCGATGATTAATGATGTAGCCGAAGCACCCGTGA
TTGACAATGTAGGCAGCCCAACCAACGGACTCGACAGTTCTTGGTATGATGCACG
AGCAACATTTTACGGTGATATCCATGGTGGAGAAACTCAACGTAAGTGTGAAAA
AACTAATTATTGAATTTTTGTTTGGTTCATAAAAAATCATATACGCTGCGATTGTT
TTAAATGATTACTTTTGAGTTTGCGATTGCATTTACATATATCTTAATGTTTTGATC
AAAGAAAAAAATGTACATAAAATTAATGTTTATTTATTTTTATTCAATATAGAGG
GAGCCTGTGGATACGGTGATTTATTCAAACAAGGCTATGGTCTAGAGACAGCGGC
ATTGAGCACAGCACTCTTCAACGAAGGGTATACATGTGGGGCTTGTTACCAGATC
ATGTGTGTGCACGACCCACAATGGTGTTTACCCGGAACCATCAAGATTACAGCAA
CAAATTTCTGTCCACCAGATTACTCCAAAACCGAAGGCGTTTGGTGCAACCCACC
ACAAAAGCACTTTGACCTCTCCCTACCAATGTTCCTCAAGATCGCCCAATACAAA
GCTGGAGTTGTCCCAGTTAAATACAGACGTATTTCTTGTGCAAGAACTGGTGGTG
TCAAGTTTGAAACCAAAGGAAACCCTTATTTCTTAATGATCTTGCCATACAATGT
AGGAGGCGCTGGAGATATCAAGTTGATGCAAGTTAAAGGAGACAAGACCGGGTG
GATAACAATGCAAAAGAACTGGGGACAAAACTGGACCACTGGTGTTAATTTGAC
TGGTCAGGGTATTTCATTCAGGGTTACGACGAGTGATGGGGTTACAAAAGATTTT
AATAATGTGATGCCAAACAATTGGGGATTTGGACAGACTTTTGATGGAAAGATTA
ACTTTTAGGAGAATGATTTCAGTTTTGTATGCCAATGATTAAAAATAAATGATATT
ATTTATACTACTT




