
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.06G187400 

Gene Model: SbRio.06G187400.1.p 

Description: SbrEXPB-35 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPB-35 

MAASPSTFRFAAVVAVLSTLSLLASPTSGYENAEPMVIRDSPQNDTSRRYLWASSAR

GYGWSSGGATWYGNANGAGSDGGACGYKGDVSQRPFRSMIAAGGPSLFKNGKGC

GACYQIKCTGNRACSGRPVTVTITDSCPGGACLAESAHFDMSGTAFGAMANRGMAD

RLRSAGILKIQYKRVPCKYNGRTVNFKVDAGSNPYYLAVLIEYVAGDGEISAVDIMQ

AGYNSWTPMQQSWGAVWRVNSNNGQPLRVPFSVRITSGAGKVLVARNAIPAGWSA

GRTYRSAVNFGY* 

CDS (coding sequence) 

>SbrEXPB-35 

ATGGCGGCTAGTCCGAGCACATTCCGATTTGCTGCCGTAGTGGCCGTGCTGTCGA

CCCTGTCACTTCTTGCAAGCCCTACCTCCGGCTACGAGAACGCCGAGCCCATGGT

GATCAGGGACTCGCCGCAGAACGACACCAGCAGGAGGTACCTGTGGGCGTCGTC

GGCGCGAGGCTACGGCTGGTCCTCCGGCGGCGCGACGTGGTACGGCAACGCTAA

CGGCGCCGGCAGCGACGGTGGTGCTTGTGGTTATAAAGGTGATGTCAGCCAGCGC

CCATTCAGGTCGATGATCGCGGCCGGCGGCCCTTCCCTCTTCAAGAACGGCAAAG

GATGCGGCGCATGCTACCAAATTAAGTGCACGGGCAACAGAGCCTGCTCCGGCC

GGCCAGTGACGGTCACCATCACCGACTCCTGCCCCGGCGGTGCGTGCCTTGCCGA

GTCGGCGCACTTTGACATGAGCGGCACGGCCTTCGGCGCCATGGCCAACCGCGGC

ATGGCTGACCGCCTCCGCTCCGCCGGAATCCTCAAGATCCAGTACAAGAGGGTGC

CCTGCAAGTACAACGGCAGGACCGTCAACTTCAAGGTGGACGCGGGGTCCAACC

CGTACTACCTCGCCGTGCTGATCGAGTACGTGGCCGGAGACGGCGAGATCTCCGC

GGTGGACATCATGCAAGCCGGCTACAACTCGTGGACGCCGATGCAGCAGTCGTG

GGGCGCCGTGTGGCGGGTCAACTCGAACAACGGCCAGCCGCTCCGCGTGCCCTTC

TCGGTCCGCATCACCTCGGGCGCCGGCAAGGTCCTCGTCGCCAGGAACGCCATCC

CCGCCGGATGGAGCGCCGGGAGGACCTACCGCTCCGCAGTGAACTTTGGCTACTG

A 

 

 



Nucleotide 

>SbrEXPB-35 

CATCACCATACCAAGCACCAGCTAGACCTTCTATAGTCCATTGGCCCTCGTCTCA

GCTCGTCTCCTATAGCGTATCACAAACAGGAGACGACGATCAATGGCGGCTAGTC

CGAGCACATTCCGATTTGCTGCCGTAGTGGCCGTGCTGTCGACCCTGTCACTTCTT

GCAAGCCCTACCTCCGGCTACGAGAACGCCGAGCCCATGGTGATCAGGGACTCG

CCGCAGAACGACACCAGCAGGAGGTACCTGTGGGCGTCGTCGGCGCGAGGCTAC

GGCTGGTCCTCCGGCGGCGCGACGTGGTACGGCAACGCTAACGGCGCCGGCAGC

GACGGTACGTAGTAACAGCAGCACGTGCTCTGCTCAATGCGCGGGTGAAACTTAA

TTTAGCGATTAGTGGAAAACAAATTGACCTTTTTTCCATTCGGTGATCTCTCTTTT

GTTTTCCTGCAAATTAATGGTAATCTCTTGGTTCCATTGTTGTGTATAATGCAGGT

GGTGCTTGTGGTTATAAAGGTGATGTCAGCCAGCGCCCATTCAGGTCGATGATCG

CGGCCGGCGGCCCTTCCCTCTTCAAGAACGGCAAAGGATGCGGCGCATGCTACCA

AGTCAGTATACACACACGTACTATACGTTGACCGTGAGAGGTGCCACGCACGTTC

TAGCTGTCCATCTACTAACTCCGGGTGTACGTACGGCGACTCTGCAGATTAAGTG

CACGGGCAACAGAGCCTGCTCCGGCCGGCCAGTGACGGTCACCATCACCGACTCC

TGCCCCGGCGGTGCGTGCCTTGCCGAGTCGGCGCACTTTGACATGAGCGGCACGG

CCTTCGGCGCCATGGCCAACCGCGGCATGGCTGACCGCCTCCGCTCCGCCGGAAT

CCTCAAGATCCAGTACAAGAGGTGATTGTTGCTACTCATAGTAGTAACCATGCAT

GCATAATGCAAGACGCTGTGGCGTGATACATTGTCTTGGCTTGTGCAGGGTGCCC

TGCAAGTACAACGGCAGGACCGTCAACTTCAAGGTGGACGCGGGGTCCAACCCG

TACTACCTCGCCGTGCTGATCGAGTACGTGGCCGGAGACGGCGAGATCTCCGCGG

TGGACATCATGCAAGCCGGCTACAACTCGTGGACGCCGATGCAGCAGTCGTGGG

GCGCCGTGTGGCGGGTCAACTCGAACAACGGCCAGCCGCTCCGCGTGCCCTTCTC

GGTCCGCATCACCTCGGGCGCCGGCAAGGTCCTCGTCGCCAGGAACGCCATCCCC

GCCGGATGGAGCGCCGGGAGGACCTACCGCTCCGCAGTGAACTTTGGCTACTGA

GCCAGTGTGCGGGTAGAAGTTGTTTCTTCGGTCTTGAATGAATTTGGTATGTGCGT

CCGGGAAATGCGAGAGGCCGCGCTGGAAGAGGAGGTTAGGTATATTCGTGCATG

TTGTGCATCCCCCCACGGTGTGTCCGGAAAACCGTGGAAGGGTACTCCCTCCAAA

GACGACCACAGTGTGTTTTCCCTTGTGATGTAATGATGTCTTGGTGTCCTTAATGC

AGAAGCATAACTATTGGAGTCACAATGGGTCCGTTTGGTTCTCTGGCTATCTCCTA

ACCAGGCTTGCTAGAGCCAACTTAAGCTTGTTTAGTTGATTGAACAGATCCCTTA

GCTAGGCTTGAGCAAGCCA 




