IDENTIFICATION

Species: Populus deltoides

Locus: Podel.09G175000

Gene Model: Podel.09G175000.1.p
Description: PAEXPA-16

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.
Superfanilies PLNO00O50

+ Name Accession Description Interval E-value
[+] PLN00050 super family cl31535 expansin A; Provisiona! 26-250 7.17e-88
SEQUENCES

Peptide

>PdEXPA-16

MGALKAILLYLIIHQTWKITADDEEWKSATATYVKETSGSIIVEGACGYGDLHRATY
GKYSAGLSSMLFNRGSTCGACFEVRCVDHILWCLQGSPSVILTATDFCPPNYGLSSDY
GGWCNFPKEHFEMSEAAFAEIAEKKADVVPVQHRRVKCDRRGGLRFTMSGNFHEYQ
VLISNVGLDGEVIAVKVKGSRTAWIPMARNWGQNWQSNINLIGQPLSFEVTTSSRRT
LTSYNVAPANWQFGQIFEGKQF*

CDS (coding sequence)
>PJEXPA-16

ATGGGTGCTCTAAAAGCCATTCTTCTCTACTTGATTATACACCAAACATGGAAGA
TCACAGCTGATGATGAGGAATGGAAGTCTGCTACTGCAACATACGTTAAGGAGA
CAAGTGGATCCATCATTGTAGAAGGTGCTTGTGGGTATGGGGACCTTCACAGGGC
CACCTATGGAAAATACAGTGCTGGACTAAGTAGCATGCTGTTCAACAGAGGGAG
TACCTGTGGGGCTTGCTTCGAGGTCAGATGTGTAGACCACATCTTATGGTGCCTG
CAGGGTAGCCCCTCCGTCATTCTCACTGCAACAGATTTCTGCCCTCCAAATTACGG
GCTTTCATCGGATTATGGTGGCTGGTGTAATTTCCCCAAAGAACACTTTGAGATGT
CAGAAGCGGCATTTGCTGAAATCGCAGAGAAAAAGGCTGATGTTGTGCCAGTTC
AACACAGAAGGGTGAAGTGTGATAGAAGGGGTGGGCTGAGATTCACAATGAGTG
GAAATTTTCACTTTTATCAAGTACTCATCAGCAATGTGGGATTGGATGGTGAGGT
GATTGCTGTGAAAGTGAAGGGATCAAGAACAGCGTGGATACCTATGGCAAGAAA
CTGGGGACAAAACTGGCAATCCAATATCAACCTTATTGGACAGCCTCTATCTTTC
GAGGTGACTACCAGCAGCAGAAGAACACTCACATCTTACAATGTTGCACCAGCA
AACTGGCAATTTGGCCAGATATTTGAAGGCAAGCAATTCTAG

Nucleotide
>PJdEXPA-16

CAAAAGACGAGCCAAATTAAGTAAATAACACCACACCAGATGTGTGCAAGAAAA
TAGCAGGAGGTCCAGACCCTACTTAAAGAACTCTTTGGATTCTTCTTTCTTATTCC
AAGGCTTTCCGCTCTCCGTGTCTGCCACATCCACAAAGCATTTAACCCTTCACCCT
CCAGATGCAATCCCTAAAACCCTTTTTTGAGTTCCCATTCCCAGCTCGAAAAACA
CTCGAAGAAAAGAAGGCATCACTTTTGTCCATACTAGAATAAAGCTACGCTTCGT
CTCGGGCTTGCTGCATGCCCCCACATCTTGAGCTAAGGTATCAATGGCTGGCTTTT



TTGTCAAAGTTTCACAGTATCTACTATGGGGTGCCCATCTAACCAACAAAGCTAG
CTTCATTTCAGCAAGGAGATTCAGGTCATTTCCCAGAGAAAAGGTAGCCTTTCTC
TACACTCAAGGCCATAATTTCACAGGGTAGAAGAAAAGGGAGGGAACAAAATAA
AAGAAAAGAACCTCGTCAAGTACAAACCAGACTTCTCATAGTCGTTTTTATATCA
AATGGGTGCTCTAAAAGCCATTCTTCTCTACTTGATTATACACCAAACATGGAAG
ATCACAGCTGATGATGAGGAATGGAAGTCTGCTACTGCAACATACGTTAAGGAG
ACAAGTGGATCCATCATTGTAGGTAATTTTCTGGCAACTGTTCCGACTACATCTGA
AACTTTCTGTTTCAACTCATAATGGTGCTTCATATTTCACAAAAGATTCAGTTTTG
ATTGCAAAGAGTAAACTACCATTGTTTAATGTTGCAGAAGGTGCTTGTGGGTATG
GGGACCTTCACAGGGCCACCTATGGAAAATACAGTGCTGGACTAAGTAGCATGCT
GTTCAACAGAGGGAGTACCTGTGGGGCTTGCTTCGAGGTCAGATGTGTAGACCAC
ATCTTATGGTGCCTGCAGGGTAGCCCCTCCGTCATTCTCACTGCAACAGATTTCTG
CCCTCCAAATTACGGGCTTTCATCGGATTATGGTGGCTGGTGTAATTTCCCCAAAG
AACACTTTGAGATGTCAGAAGCGGCATTTGCTGAAATCGCAGAGAAAAAGGCTG
ATGTTGTGCCAGTTCAACACAGAAGGTATCACCAATCAATGTACAATTACTTGGT
CACATTAGTCAAATGAGTATAGGCCTCTCTATTTCCTAACTCCTTGGCTGGGCGAA
CATTGTTTATGCCAATTTTTGTAGGGTGAAGTGTGATAGAAGGGGTGGGCTGAGA
TTCACAATGAGTGGAAATTTTCACTTTTATCAAGTACTCATCAGCAATGTGGGATT
GGATGGTGAGGTGATTGCTGTGAAAGTGAAGGGATCAAGAACAGCGTGGATACC
TATGGCAAGAAACTGGGGACAAAACTGGCAATCCAATATCAACCTTATTGGACA
GCCTCTATCTTTCGAGGTGACTACCAGCAGCAGAAGAACACTCACATCTTACAAT
GTTGCACCAGCAAACTGGCAATTTGGCCAGATATTTGAAGGCAAGCAATTCTAGT
ATGAGAGGCTTTTAGAGTCGGGCATAGGTTCACGCTTCCATTTGCTTTCTCCAAGC
TATGCGAAGAAGTAGGTACTTGGTCAAACGGAGGTAAGAATGTCGTAGAGGAAA
GTTGGGAAAAATAGGAATACAGGTCCCAGTTATGTCTCTTTACCTGCTTTTATTGA
GTAGAAAGTTAACAACTCGTGAAATGTGTAATTACTGAAACGTTAAGGTTTTGTT
CACTTCAAAAGTCAAAAGAAAAGGTTAAGATATGTATCTCTTACCATGACTTCTC
TACCAGGCAATCCTTGCTTTATGAACTAAGCTGTGCTTTGAGATTT





