
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy2G013700 

Gene Model: Brasy2G013700.1.p 

Description: BsyEXPB-04 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-04 

MASSASSVSAAAALFLCLLLAFHGVSCAAKAKHGSKKTHPKAHAPSPLPAAPPAAIV

PPPVGTNASSSNSSSPGAGSDDGWMDARATWYGAPNGAGPDDNGGACGFKDVNLP

PFSAMTSCGNEPLFKDGKGCGSCYQIRCLSRMHPACSGVPETVIITDMNYYPVSRFHF

DLSGTAFGAMAKDQRNDELRHAGIIDMQFKRVPCQYPGLTVTFHVEHGSNPYYMAI

LVEYENGDGDVDQVDIMESTSDGGEPTGQWVPMKESWGSIWRMDTRRPMHGPFSL

RITNESGQTLVADQVIPADWEPNAIYSSIIQFD* 

CDS (coding sequence) 

>BsyEXPB-04 

ATGGCGTCCTCAGCCTCCTCTGTTTCTGCCGCGGCAGCTCTGTTCCTCTGCCTCCT

CCTGGCCTTCCATGGCGTCTCCTGCGCAGCCAAGGCCAAGCACGGCAGCAAGAA

GACGCACCCCAAAGCCCACGCGCCCTCCCCTCTTCCTGCAGCTCCTCCGGCCGCC

ATCGTCCCTCCGCCTGTTGGAACGAACGCGTCCTCGTCCAATTCTAGCTCGCCCGG

CGCCGGCAGCGACGACGGGTGGATGGACGCGAGGGCGACGTGGTACGGCGCGCC

CAACGGCGCCGGCCCCGACGACAACGGCGGCGCCTGCGGGTTCAAGGACGTGAA

CCTGCCCCCCTTCTCCGCCATGACCTCCTGCGGCAACGAGCCCCTCTTCAAGGAC

GGCAAAGGCTGCGGCTCATGCTACCAGATAAGGTGCCTGTCGCGTATGCACCCGG

CGTGCTCCGGGGTGCCGGAGACGGTGATCATCACGGACATGAACTACTACCCGGT

CTCCCGCTTCCACTTCGACCTCAGCGGCACCGCATTCGGCGCCATGGCAAAGGAC

CAGCGCAACGACGAGCTCCGCCACGCCGGCATCATCGACATGCAGTTCAAGAGG

GTGCCGTGCCAGTACCCGGGTCTGACGGTGACGTTCCACGTGGAGCACGGTTCGA

ACCCGTACTACATGGCGATCCTGGTGGAGTACGAGAACGGGGACGGCGACGTGG

ACCAGGTGGACATCATGGAGTCCACGTCGGACGGCGGGGAGCCCACGGGGCAGT

GGGTGCCCATGAAGGAGTCGTGGGGGTCCATCTGGCGGATGGACACGCGGCGGC

CCATGCACGGCCCGTTCTCGCTGCGCATCACCAACGAGTCCGGCCAGACGCTCGT

CGCCGACCAGGTCATCCCCGCCGACTGGGAGCCCAACGCCATCTACAGCTCCATC

ATCCAGTTCGACTGA 

 

 



Nucleotide 

>BsyEXPB-04 

ACACGGCGGAGCACTTGAATGAAATTTGGGACGGAAGAATGTAGCAACAGTAAC

GCCGGCTCGTGACGATCCGAGTGCATCCACACACATGTGAACTCTCTTCTGCCTTC

GACTCAATTCCTTAATTTGCACGACAAATCATGGCCAGCAGCCGCCCCAATTATT

CATATGCGTCACGAGCCCAGCCGGCCGCTAGCTAGGGGGGCTATAAATACCAGC

CCTTGCCAATCTCCCGCCGGCAATTCAGCCAGAGACAGTCAGCCATGGCGTCCTC

AGCCTCCTCTGTTTCTGCCGCGGCAGCTCTGTTCCTCTGCCTCCTCCTGGCCTTCCA

TGGCGTCTCCTGCGCAGCCAAGGCCAAGCACGGCAGCAAGAAGACGCACCCCAA

AGCCCACGCGCCCTCCCCTCTTCCTGCAGCTCCTCCGGCCGCCATCGTCCCTCCGC

CTGTTGGAACGAACGCGTCCTCGTCCAATTCTAGCTCGCCCGGCGCCGGCAGCGA

CGACGGGTGGATGGACGCGAGGGCGACGTGGTACGGCGCGCCCAACGGCGCCGG

CCCCGACGACAACGGCGGCGCCTGCGGGTTCAAGGACGTGAACCTGCCCCCCTTC

TCCGCCATGACCTCCTGCGGCAACGAGCCCCTCTTCAAGGACGGCAAAGGCTGCG

GCTCATGCTACCAGGTTTACAACCAATCCTATCTTCTTCAATTATATTCCAAAGAG

CTTTTTGTTGCTAGCTACGTATTGGCGATCACGAGACGCATGCATCATCCGGTCTG

TCTCTGCGTGCGTGTCGTCTTGTCCTCTTCTTTCTTTCTACGGCTAGAGAGCCGGC

CGGCCGGTAATTCCATGGAACTGAAGCTCAATTCTGAATTGGATTCTTGCGTTGC

AATGCAGATAAGGTGCCTGTCGCGTATGCACCCGGCGTGCTCCGGGGTGCCGGAG

ACGGTGATCATCACGGACATGAACTACTACCCGGTCTCCCGCTTCCACTTCGACC

TCAGCGGCACCGCATTCGGCGCCATGGCAAAGGACCAGCGCAACGACGAGCTCC

GCCACGCCGGCATCATCGACATGCAGTTCAAGAGGTAAACATGTCGTTCACGCAT

CATCTAGCCCCCATCCAACCACACCTTAAATTGTCTTGCTTGATTAATCTGCACTA

CGCAACTGATCGCCCGTGAGTCCATGACACGACACACCCATCTCTGCTAGCCGGT

TGGTCCAGTTCTCTCATTAATCATCTCTGCAACGGCCGGTGCAGCTTCTGCACCGT

TCGTTCAATTCCTTCCTTGATCACCTCGGCCTACTCTGCAACGGCCAGTATTAGCT

AGCTAGCCCCTCGACGGAAACAGACAAACGCTGCTAGTCGTGGCTAAGGTAGGT

AGCTAGATGGGGCAATGTAACCGCCCGCACCTTGTCGTGACAACAACTTTTTAAC

TGACCCCCGTCCATGCAAATATGGGCCCTCGAAAAAGATTCTGCCAGTGCCACAT

GCGTGTCATTCTCGAGCATTTCTCTCTCGAAATACCAGAAACCAACAAACCGTCC

CTCCCGGCATTTATATACGCACGTACTGGAGTAGTAGCTTTAGTTGCTCTTAATTG

GTTTGTAGCAGCTCGTGACGCATCGACCGATAGCCAGTTGCCACACACAAGAGAT

CGCATCGATCGATCCAGACCTAGCTAGCTAGATCATGTACGAACGAACGTACGTT

GTCTGAGTACTATAACACATTATTGTTATGTTGATGCAGGGTGCCGTGCCAGTAC

CCGGGTCTGACGGTGACGTTCCACGTGGAGCACGGTTCGAACCCGTACTACATGG

CGATCCTGGTGGAGTACGAGAACGGGGACGGCGACGTGGACCAGGTGGACATCA

TGGAGTCCACGTCGGACGGCGGGGAGCCCACGGGGCAGTGGGTGCCCATGAAGG

AGTCGTGGGGGTCCATCTGGCGGATGGACACGCGGCGGCCCATGCACGGCCCGTT

CTCGCTGCGCATCACCAACGAGTCCGGCCAGACGCTCGTCGCCGACCAGGTCATC

CCCGCCGACTGGGAGCCCAACGCCATCTACAGCTCCATCATCCAGTTCGACTGAT

CGATCAGCTAGATTCATTCGTCATTTCGTTATACTCCATATATGGAATTGAATGAT

GATGTGTGGTGTGGTGTGGTGTGTTGTTGATCGATTAATGTGATTGGATCGTATAT

GAGACGTCGCCTGTGACGTCCGGCCGGTGCGTGTCGATCGTATGATTCGTACGCA

CGTACGTGCTCTATATGTGTGTGTGTGTGTGTGTGTGTCGATCGAAGATGTGTGTA

CTGTGTACAAGACGTGCTGGAGCTGTTGGTACATATAGGATGGAGAGAGGGGCA

GCTAGCTAGCTGGCATACGTAATTACGTCTACGAGCTACAAGGCCTGTGTCCCAT



TTCTACCTGTCTACATAAAGTGCATCATTCCATGCATCTTCGCCTAATACATTCTC

TGCCCTGTGACCGATGCAATATACCATAATAAACTTTGGATTATTCCGCGCGCGG

GCGAGATGCATGTTATGCAAGTTTCATTTTTTTCTCCTTAACTTCTAGATGCAATG

CACGCAAAGAGGTACAGTTGGCTAGCCAGCAGAAATTC 




