IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_015689279

Gene Model: XP_015689279.1
Description: ObEXPA-08
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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[+] PLN00050 super family c131335 expansin A; Provisional 1-218 7.20e-109

SEQUENCES
Peptide
>ObEXPA-08

GDASGTMGGACGYGNLYSQGYGTNTAALSTALFNNGLSCGPFRRXGGGAAVAGGG
SHSCLPGSVVVTATNFCPPNNALPSDDGGWCNPPRAHFDMSQPVFQRIALFKAGIVP
VSYRRVACLKKGGIRFTINGHSYFNLVLVTNVGGAGDVHAVAVKSERSAAWQALSR
NWGQNWQSASLLNAQMLSFRVTTGDGRSVVSNNAVPRGWSFGQTFSGAQFN

CDS (coding sequence)
>0bEXPA-08

GGTGACGCGTCTGGCACGATGGGAGGGGCGTGTGGGTACGGGAACCTCTACAGC
CAGGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACAACGGT
CTCAGCTGCGGCCCCTTCCGTCGGNNGGGGGGCGGCGCGGLCGGTCGCGGGCGGE
GGGAGCCACTCGTGCCTGCCGGGCTCCGTCGTCGTCACGGCCACCAACTTCTGCC
CGCCGAACAACGCGCTCCCCTCCGATGACGGCGGCTGGTGCAACCLCLCLCCGLGLGL
GCATTTCGACATGTCTCAGCCCGTCTTCCAGCGCATCGCCCTCTTCAAGGCCGGCA
TTGTCCCAGTCTCTTACCGCCGGGTGGCGTGCCTGAAGAAGGGCGGGATCCGGTT
CACCATTAACGGCCACTCCTACTTCAACCTTGTTCTCGTCACCAACGTGGGCGGC
GCCGGCGACGTGCACGCGGTGGCCGTGAAGTCGGAGCGCTCGGCGGCGTGGCAG
GCCCTGTCGCGCAACTGGGGCCAGAACTGGCAGAGCGCTTCCCTCCTCAACGCCC
AGATGCTCTCCTTCCGCGTCACCACCGGCGACGGCCGCTCCGTCGTCTCCAACAA
CGCCGTACCCCGTGGCTGGTCGTTCGGCCAGACATTCAGCGGGGCCCAGTTCAAC
TGATTCACTCCAATTTACTCAAACATCTTCAAGTAGTTGCAGTAGCTACTATGCTC
CCAACTGGACTGTGCTGGGAAGTGCCATTGTTTTATGATTGGTACTGGTCTCCCCT
TGGTTCTTGGGTAGCAGTATTAGCTGGTTGTTTGGCCTTGTATTAGCATGGGCTTT
GTGTTGTTATCGCTAGTGGTAGTTGGGTAGTACCATTAGTTGAGCTTTTGTGGGAG
CTTTTGGCTAGGGATTGGAAGTGGTGGTAAGGCTGGTATGATTAACAGAGGCCGC
CTTGTATCACCCGCCAAAGTAGCAAAATGGGCCTCTTGGAATGGCCTTCTCCTA

Nucleotide
>0ObEXPA-08

CAGCTTGCTCTTGTTACTCCACCACGCCAACCTTTTTTCCCACTCCCGCCACGCCT
CCCAACGCCCCCGAAATCCCGTGTCCCTACGTGCCCGGTGCTGCTGCGAGCTTTT
GCAGGGGCCCAGGCCGCGCCGTGCCTGCCCCACGCTGTGAGCCCCACCCGLGTGL



GCCGCCCCGCCCTACGCCACGCCGTTTCAAACCCGTTCGTTTCACGGTTCCCACGC
ACCCCGGGTACCTTACCTCCCCCTCTATTTATGCCTGTCCCCAACAACCTCACCGC
CGCACGCTTCCGCCCCGCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNGGCGGGGGTGACGCGTCTGGCACGATGGGTACGTTTTTTTTTCGTATG
CTCGTGATAGTGCTGTGCTGTAACATGCGGAAAGCTCACTGCTTTGCGTGCGTTTG
TTTCGTGCAGGAGGGGCGTGTGGGTACGGGAACCTCTACAGCCAGGGGTACGGG
ACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACAACGGTCTCAGCTGCGGC
CCCTTCCGTCGGGGGGGGLCGGCGCGGLCGGTCGCGGGCGGGGGGAGCCACTCGTG
CCTGCCGGGCTCCGTCGTCGTCACGGCCACCAACTTCTGCCCGCCGAACAACGCG
CTCCCCTCCGATGACGGCGGCTGGTGCAACCCCCCGCGCGCGCATTTCGACATGT
CTCAGCCCGTCTTCCAGCGCATCGCCCTCTTCAAGGCCGGCATTGTCCCAGTCTCT
TACCGCCGGTCAGTACCTAAATCCAGCAACTTTTTTCCTTTTGTGTTTCGCTTTCTT
GCAGCTAACCGTGCTGACCATGGCGTTCTTGTTCGTGTGGGCAGGGTGGCGTGCC
TGAAGAAGGGCGGGATCCGGTTCACCATTAACGGCCACTCCTACTTCAACCTTGT
TCTCGTCACCAACGTGGGCGGCGCCGGCGACGTGCACGCGGTGGCCGTGAAGTC
GGAGCGCTCGGCGGCGTGGCAGGCCCTGTCGCGCAACTGGGGCCAGAACTGGCA
GAGCGCTTCCCTCCTCAACGCCCAGATGCTCTCCTTCCGCGTCACCACCGGCGAC
GGCCGCTCCGTCGTCTCCAACAACGCCGTACCCCGTGGCTGGTCGTTCGGCCAGA
CATTCAGCGGGGCCCAGTTCAACTGATTCACTCCAATTTACTCAAACATCTTCAA
GTAGTTGCAGTAGCTACTATGCTCCCAACTGGACTGTGCTGGGAAGTGCCATTGT
TTTATGATTGGTACTGGTCTCCCCTTGGTTCTTGGGTAGCAGTATTAGCTGGTTGT
TTGGCCTTGTATTAGCATGGGCTTTGTGTTGTTATCGCTAGTGGTAGTTGGGTAGT
ACCATTAGTTGAGCTTTTGTGGGAGCTTTTGGCTAGGGATTGGAAGTGGTGGTAA
GGCTGGTATGATTAACAGAGGCCGCCTTGTATCACCCGCCAAAGTAGCAAAATGG
GCCTCTTGGAATGGCCTTCTCCTAGTTTGATATGTTAATTTTGCATGGTTTTGCCTG
GTTGTTAGTTGTACTTGCCCCCATTTTGAGGGTGTCAAACGGGTTAATTTAGGCAT
TGTATGCCCTGTCTGCTGCTTATGATCACCTTATACTGCTTTGTTTTAGTAGTAAC
ATGTGCTTGTCGAAATCGTTATATTCTCGTTAAATACAGTGTTTGCTTATTGTTTTG
CAACGGAGGTATTGTAACTGCTATCTGCAATCATCCGTTCTGGTTGTGGAATGCTC
GTTGCACCGTACTTGCTGCCCGCTCGCGCATCACATTCCTCTGCGCGCAGTCTCAC
CGTAGGTGGCCAAACTTGCTCGGCGCGCGCAGGCGAAGGTCGTTCAACGGAGGT
TGGTGCCCCAGCGCAGCGCCGTGAGCAACGTCATGGCTGCGCACAACGTTCACGG
CCAGATGGTACAGTTCGACGAAACTCGGGCGGACGCAGCCGCAGCAGTGTGACC
GAGAAGTAGGTCGATCGTCGTGT






