
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0058s0002 

Gene Model: Kalax.0058s0002.1.p 

Description: KlEXPA-19 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-19 

MKVPWFILLMTTLFLVVLPLPDHQVHASRSNIIAERGHLAPNTAKHHKPPFRPGPWKP

AHATFYGGSDGSQTMGGACGYENLIEEGYGLQTAALSRQLFNGGQTCGACYEIKCV

NDAQWCKPGQPSMLVTATNLCPPNGQLSSQNGGWCNPPLEHFDIAQPAFVQVAEYK

AGIIPVQYRRIPCQKKGGIKFTITGNPYFNMVLVWNVGGAGDVTSLQVKGGKKLKW

TQMDRNWGQKWTTGAMMQGERLTFRVTTSDGKTSTSWNIVPENWQFGQTFEGKNF

K* 

CDS (coding sequence) 

>KlEXPA-19 

ATGAAGGTTCCTTGGTTTATTTTGTTAATGACAACATTGTTTCTTGTTGTCCTGCCC

TTGCCCGACCATCAGGTGCACGCAAGTAGAAGTAACATCATCGCTGAGCGCGGTC

ATCTCGCACCCAACACAGCCAAGCACCACAAGCCTCCGTTCCGACCTGGTCCATG

GAAGCCTGCTCATGCTACATTTTACGGAGGATCCGATGGCTCGCAGACAATGGGT

GGGGCTTGCGGATATGAGAACTTGATTGAGGAAGGCTACGGCCTTCAAACCGCTG

CGTTAAGCCGGCAGTTGTTCAACGGCGGGCAGACCTGTGGGGCTTGCTATGAGAT

AAAGTGCGTGAATGATGCCCAATGGTGCAAGCCAGGGCAGCCGTCTATGCTTGTG

ACAGCTACCAATCTATGCCCCCCCAACGGCCAGTTGTCCAGCCAGAACGGAGGAT

GGTGCAACCCTCCTCTGGAGCATTTTGACATAGCTCAGCCGGCTTTTGTCCAAGTG

GCCGAGTACAAAGCTGGCATTATCCCTGTTCAATACAGAAGGATTCCTTGCCAAA

AGAAAGGAGGCATAAAGTTCACAATCACCGGAAACCCCTACTTCAACATGGTCCT

GGTGTGGAACGTGGGAGGAGCCGGAGATGTGACCAGCCTACAAGTGAAGGGGGG

CAAGAAGCTTAAGTGGACGCAAATGGACCGGAACTGGGGCCAAAAATGGACCAC

CGGAGCAATGATGCAAGGGGAGAGACTCACGTTTAGAGTGACTACTAGTGATGG

AAAAACTTCAACCTCATGGAACATCGTACCCGAAAATTGGCAATTTGGACAGACC

TTCGAAGGCAAGAACTTCAAGTAG 

Nucleotide 

>KlEXPA-19 

ATGAAGGTTCCTTGGTTTATTTTGTTAATGACAACATTGTTTCTTGTTGTCCTGCCC

TTGCCCGACCATCAGGTGCACGCAAGTAGAAGTAACATCATCGCTGAGCGCGGTC

ATCTCGCACCCAACACAGCCAAGCACCACAAGCCTCCGTTCCGACCTGGTCCATG



GAAGCCTGCTCATGCTACATTTTACGGAGGATCCGATGGCTCGCAGACAATGGGT

ATAGCACAGCTTAGTGATATACTGCTGATTTCTTACCATTTGTGTTTACTTTACTA

AGTGTTTCTAGACGTAAAAAGATGAGTAAAATATTAGTGTTTGTTGGTGGTGTTC

AGGTGGGGCTTGCGGATATGAGAACTTGATTGAGGAAGGCTACGGCCTTCAAAC

CGCTGCGTTAAGCCGGCAGTTGTTCAACGGCGGGCAGACCTGTGGGGCTTGCTAT

GAGATAAAGTGCGTGAATGATGCCCAATGGTGCAAGCCAGGGCAGCCGTCTATG

CTTGTGACAGCTACCAATCTATGCCCCCCCAACGGCCAGTTGTCCAGCCAGAACG

GAGGATGGTGCAACCCTCCTCTGGAGCATTTTGACATAGCTCAGCCGGCTTTTGT

CCAAGTGGCCGAGTACAAAGCTGGCATTATCCCTGTTCAATACAGAAGGTAATTA

AGCACAGTAGCAAAATAATCTTCAGGAAATTCAGATGATCATATCATTGCAGAAA

ATAATGCTGTAAAAACTGTACAGGATTCAAATCCACATTTTTTTTTAATTTGAGTT

GGATTTTTTATTTTGACACTTCAGGATTCCTTGCCAAAAGAAAGGAGGCATAAAG

TTCACAATCACCGGAAACCCCTACTTCAACATGGTCCTGGTGTGGAACGTGGGAG

GAGCCGGAGATGTGACCAGCCTACAAGTGAAGGGGGGCAAGAAGCTTAAGTGGA

CGCAAATGGACCGGAACTGGGGCCAAAAATGGACCACCGGAGCAATGATGCAAG

GGGAGAGACTCACGTTTAGAGTGACTACTAGTGATGGAAAAACTTCAACCTCATG

GAACATCGTACCCGAAAATTGGCAATTTGGACAGACCTTCGAAGGCAAGAACTTC

AAGTAG 




