IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0014s1190

Gene Model: Anaoc.0014s1190.1.p
Description: AocEXPA-21
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9

GENE STRUCTURE
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq, ML SOV THARH RPN S PO R HA TR VBN SRS AV EDY SO E TAAL S TUPNKG TOGACYE TK TSP ORGP LY TATOHCUCNPPREHFD LAY PR SHIAEYKAGT WP TEVRRVPCIKKGG IRFT T TENPYNL VSYUNNGEA GOVYSYL VKGIOKLKWTEL RRNWGOSCRL TLDSHHVAPRNUOFGOTFEGNFIE
Superfanilies PLNOOO50

Name Accession Description Interval E-value
[+] PLND0OS0 super family 31535 expansin A, Provisional 18-212 1.99e-73
SEQUENCES

Peptide

>A0CEXPA-21

MLSDYLTHARHRPNFKPSPWKRAHATFYEGNSRSFGGACGYEDVSAQGYGMETAA
LSSTLFNKGQTCGACYEIKCTDSPQWCKRGQPSLFVTATDHCWCNPPREHFDIAYPA
FSHIAEYKAGIVPIEYRRVPCQKKGGIRFTITGNPYFNLVSVWNVGGAGQVVSVLVKG
DDKLKWTELRRNWGQSGRLILDSWHVAPKNWQFGQTFEGKNFK*

CDS (coding sequence)
>A0CEXPA-21

ATGTTGTCGGATTACCTTACCCATGCTCGACATAGGCCAAACTTCAAGCCTAGTC
CTTGGAAGAGGGCTCATGCTACTTTTTACGAGGGAAACTCAAGATCATTCGGTGG
AGCTTGTGGTTATGAAGATGTATCTGCACAAGGCTATGGCATGGAAACAGCAGCA
TTGAGTTCAACTTTGTTTAATAAGGGTCAGACTTGTGGTGCTTGTTATGAAATTAA
ATGTACTGATAGCCCTCAGTGGTGCAAGCGTGGACAACCATCTCTGTTTGTCACG
GCCACAGACCATTGTTGGTGTAATCCACCTCGCGAACATTTTGACATCGCCTATCC
AGCATTCTCTCATATTGCTGAATACAAGGCTGGCATTGTCCCGATTGAATATCGA
AGAGTTCCATGCCAAAAGAAAGGAGGTATTCGATTTACAATTACTGGGAACCCCT
ACTTCAATCTAGTCTCAGTATGGAATGTGGGAGGCGCAGGACAGGTTGTTAGCGT
GCTAGTGAAGGGTGATGACAAGTTGAAATGGACAGAATTGAGACGAAATTGGGG
TCAAAGTGGGAGACTGATACTCGACTCATGGCATGTTGCGCCCAAAAATTGGCAG
TTTGGCCAAACTTTCGAGGGCAAAAACTTCAAGTAG

Nucleotide
>A0ocEXPA-21

ATGTTGTCGGATTACCTTACCCATGCTCGACATAGGCCAAACTTCAAGCCTAGTC
CTTGGAAGAGGGCTCATGCTACTTTTTACGAGGGAAACTCAAGATCATTCGGTAC
GCTAATATTGATAAACTATATATCAATGACCTCTTTATTTGGTTGTTTTTTGAACC
TTGAGGTCTCATATGTTGAGAATATACCAAGTTCTGTCGATACAATTTATGATTAT
GTAATATCTAAAATTGTTGTTTGAGACTTCTCTTGCGTCAATTCTATTTGAGCTGA
AATGGAAAATGTGAACGTGCTTCCATATCCATTGATGCAAGCATCATATGTTTAT
ATCCAAGTAAAAAGTGTATGAAAAAAAAAAAAAAAGCGGATAAAATTACTGCTT
TATGTTATCAGGAGCTAGACAATTTTTAGTGCCCAATATAGAATTACATGCATCA
TTCTTCTTCAAAAATAAAACTTAGTATGCATTTATAGTTTGTGGTTCCACGGACTA



TTTGCAGTAGTTCTGAAGTTTTATTTTACGATTATAGGTGGAGCTTGTGGTTATGA
AGATGTATCTGCACAAGGCTATGGCATGGAAACAGCAGCATTGAGTTCAACTTTG
TTTAATAAGGGTCAGACTTGTGGTGCTTGTTATGAAATTAAATGTACTGATAGCC
CTCAGTGGTGCAAGCGTGGACAACCATCTCTGTTTGTCACGGCCACAGACCATTG
TCCACCAAACTTTAATCTACCAAATACAACGGAGGTTGGTGTAATCCACCTCGCG
AACATTTTGACATCGCCTATCCAGCATTCTCTCATATTGCTGAATACAAGGCTGGC
ATTGTCCCGATTGAATATCGAAGGTCTTTCCTTTTTATCCTAATTTACACTTTAAA
ATAAGTCCTAATATTATAATTTTCAAGTACCTTCTAATTTTTGGAATGCTCATAAT
TGTTTATATCTTAACTATAGAATAATGAGGAAGTATTTTCATAAATTTAGTCGAAG
AACAAACAAAGATAATTATTTTCTATTAAATGAAGTTCTGACTTGTTTAAATACTA
CTGTAGAGTTCCATGCCAAAAGAAAGGAGGTATTCGATTTACAATTACTGGGAAC
CCCTACTTCAATCTAGTCTCAGTATGGAATGTGGGAGGCGCAGGACAGGTTGTTA
GCGTGCTAGTGAAGGGTGATGACAAGTTGAAATGGACAGAATTGAGACGAAATT
GGGGTCAAAGTGGGAGACTGGTGAAAGGTTGATTGGAGAGTCACTGACCTTCAG
AGTTAGAGCAGTGATGGTAGATACTCGACTCATGGCATGTTGCGCCCAAAAATTG
GCAGTTTGGCCAAACTTTCGAGGGCAAAAACTTCAAGTAG






